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Supplementary material

S1. Matrix of 12 morphological characters, with voucher codes and sex.

S2. Maximum likelihood topology for Ageniella accepta species group recovered from
COl.

S3. Maximum likelihood topology for Ageniella accepta species group recovered from

Wo.



S4. Maximum likelihood topology for Ageniella accepta species group recovered from

LWRh.

S5. Evolutionary divergence between sequences of COI in the Ageniella accepta species

group. Analyses were conducted using the Kimura 2-paramenter model and gamma

distribution (shape parameter-1) for rate variation among sites.



