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Table S1. 

The overall classes composition. 

 

sample total 

unique 

tags 

rRNA snRNA snoRNA tRNA known 

mirna 

novel 

mirna 

transcriptome unann unique 

miRNA 

num 

SSJ1-1 1016673 45656 449 60 10022 6659 80 85970 867777 602 

SSJ1-2 1122469 36600 282 34 6687 5408 114 87106 986238 462 

SSJ2-1 648163 26450 195 31 6267 6361 223 96180 512456 290 

SSJ2-2 864869 28248 218 21 7661 6231 161 82651 739678 439 

SSJ3-1 865323 30843 192 26 7766 6121 172 115720 704483 325 

SSJ3-2 770212 32142 249 44 10108 8103 183 90529 628854 496 
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Table S2. 

The expression level of all miRNAs. 
 

id length seq total SJ1-
1_count 

SJ1-
2_count 

SJ2-
1_count 

SJ2-
2_count 

SJ3- 
1_count 

SJ3- 
2_count 

SJ1-1_TPM SJ1-2_TPM SJ2-1_TPM SJ2-2_TPM SJ3-1_TPM SJ3-2_TPM 

miR-2-y 24 TATCACAGCTAGCTTTGATGAGCT 3505631 183839 112433 690632 291914 348790 405219 574584.8583 357935.7878 331947.6387 296703.3861 174999.1847 242792.5102 

miR-184-y 22 TGGACGGAGAACTGATAAGGGC 3271385 11866 23295 366290 198649 556596 323745 37086.9289 74160.7373 176054.8318 201908.2022 279262.1526 193976.248 

miR-1-y 22 TGGAATGTAAAGAAGTATGTTC 2374435 6595 25034 106486 157030 530663 367750 20612.5313 79696.9263 51181.7817 159606.366 266250.7306 220342.446 

bantam-y 23 TGAGATCATTGTGAAAACTGGTT 1315821 22820 31370 301512 82825 141424 156412 71323.4214 99867.8828 144919.7206 84183.8965 70956.979 93716.3907 

miR-71-x 23 TGAAAGACACGGGTAGTGAGATG 379622 21285 23734 89672 20856 36191 50475 66525.8118 75558.3146 43100.2454 21198.181 18158.1912 30242.7871 

let-7-x 22 TGAGGTAGTAGGTTGTATAGTT 299782 771 4381 49194 26763 48435 52864 2409.744 13947.1213 23644.7662 27202.0962 24301.4006 31674.1892 

miR-133-x 22 AGCTGGTTGAAATCGGGCCAAA 247770 1111 1220 18858 12635 45059 15845 3472.4067 3883.9279 9063.9712 12842.3004 22607.5526 9493.7486 

miR-1-z 21 TGGAATGTAAAGAAGTATGTT 228556 387 4562 24503 13694 52300 36685 1209.5602 14523.3434 11777.2026 13918.6753 26240.5957 21980.3199 

miR-92-y 22 AATTGCACTCGTCCCGGCCTGC 222244 6086 10431 77646 25000 20199 21600 19021.6627 33207.5832 37320.0291 25410.171 10134.4893 12941.9356 

miR-67-y 22 TCACAACCTGCTTGAATGAGGA 156481 754 1395 18917 10239 24180 21444 2356.6109 4441.0487 9092.3292 10406.9896 12131.8853 12848.4661 

miR-9-x 23 TCTTTGGTTATCTAGCTGAATGA 146618 2628 2426 34045 11051 15049 21676 8213.7577 7723.2861 16363.5009 11232.312 7550.5683 12987.4721 

miR-36-y 23 TCACCGGGTAAACATTCATTCGC 131490 5515 12397 28955 8347 13017 16556 17237.0144 39466.4375 13917.0265 8483.9479 6531.0484 9919.754 

miR-7-x 24 TGGAAGACTAATGAATTTTGTTGT 86232 116 1860 16225 5903 13224 11082 362.5555 5921.3982 7798.4374 5999.8496 6634.907 6639.932 

miR-37-y 21 TCACCGGGTAAACATTCATCT 61289 2546 6019 13220 3918 6517 8547 7957.4685 19161.772 6354.1043 3982.282 3269.7889 5121.052 

miR-278-y 22 TCGGTGGGACTTTCGTTCGTTT 61250 128 754 11934 7484 6028 8821 400.0613 2400.3948 5735.9971 7606.7888 3024.4419 5285.2229 

miR-750-y 23 CCAGATCTAACTCTTCCAGCTCA 60508 1093 2832 16069 5197 8142 8886 3416.1481 9015.8063 7723.4571 5282.2663 4085.1038 5324.1685 

miR-9-y 22 ATAAAGCTAGGTTACCAAAGGC 51422 453 826 13081 2110 7793 7270 1415.8418 2629.6102 6287.2949 2144.6184 3909.9993 4355.92 

miR-12-x 22 TGAGTATTACATCAGGTACTGA 42475 1391 978 7782 2293 5418 5431 4347.5407 3113.5094 3740.3661 2330.6209 2718.3852 3254.058 

miR-72-x 23 AGGCAAGATGTTGGCATAGCTGA 38345 24 139 19292 2300 3558 5630 75.0115 442.5131 9272.5704 2337.7357 1785.1633 3373.2916 

miR-31-x 23 AGGCAAGATGTTGGCATAGCTGA 38202 20 143 19229 2294 3546 5600 62.5096 455.2473 9242.2899 2331.6373 1779.1425 3355.3166 

miR-1992-y 23 TCAGCAGTTGTACCACTGATTTG 34672 840 555 6033 1714 1927 3153 2625.402 1766.8688 2899.721 1742.1213 966.838 1889.1631 

miR-277-y 23 TAAATGCATTATCTGGTATGTGA 34321 1317 3777 8559 2442 2344 2969 4116.2553 12024.2586 4113.8259 2482.0655 1176.0603 1778.917 

miR-8-y 23 TAATACTGTCAGGTAAAGATGTC 32842 315 1967 5847 3431 3633 3505 984.5258 6262.0378 2810.3213 3487.2919 1822.7932 2100.0687 

miR-981-y 25 TTCGTTGTCGACGAAACCTGCCTGA 28324 82 82 3511 2535 4128 3402 256.2892 261.0509 1687.5386 2576.5913 2071.1506 2038.3549 

miR-137-y 22 TTATTGCTTGAGAATACACGTA 19770 21 87 3970 659 2132 2339 65.6351 276.9686 1908.1539 669.8121 1069.6931 1401.4439 

miR-315-x 22 TTTTGATTGCTGCTCAGCAAGC 18835 936 645 2436 1930 1642 2628 2925.448 2053.3881 1170.8471 1961.6652 823.8443 1574.6022 

miR-96-x 23 TATTTGGCACTTGTGGAATAATC 17927 56 18 1938 775 3599 2295 175.0268 57.3039 931.4867 787.7153 1805.7343 1375.0807 

miR-1175-y 23 TGAGATTCAACTTCTCCAACTGC 17428 1051 861 5788 2247 1174 1125 3284.878 2741.0343 2781.9634 2283.8662 589.0336 674.0591 

miR-745-y 22 GAGCTGCCAAATGAAGGGCTGT 16492 378 691 4600 992 1790 2065 1181.4309 2199.8313 2210.9591 1008.2756 898.1007 1237.273 

miR-281-x 21 AAGGGAGCATCCGTCGACAGT 14290 507 581 3985 1222 665 1370 1584.6176 1849.6411 1915.3635 1242.0492 333.6519 820.8543 

miR-133-z 23 TTGGTCCCCTTCAACCAGCTGTA 13542 133 47 552 203 1965 4610 415.6887 149.6267 265.3151 206.3306 985.9038 2762.1446 

miR-29-y 22 TAGCACCATTTGAAATCAGTTT 13248 65 455 2721 604 1853 1948 203.1561 1448.5141 1307.8304 613.9097 929.7098 1167.1709 

miR-124-y 22 TAAGGCACGCGGTGAATGCGTA 12952 38 139 3811 865 1464 1545 118.7682 442.5131 1831.7316 879.1919 734.536 925.7079 

miR-87-y 22 GTGAGCAAAGTTTCAGGTGTAG 11669 38 419 1260 2058 1388 1468 118.7682 1333.9064 605.6105 2091.7653 696.4043 879.5723 

miR-281-y 22 TGTCATGGAGTTGCTCTCTTTA 11050 347 706 3240 1111 357 710 1084.5411 2247.5845 1557.2843 1129.228 179.1184 425.4062 

miR-317-y 24 TGAACACAGCTGGTGGTATCTGGT 10227 173 459 4270 909 803 788 540.7078 1461.2483 2052.3469 923.9138 402.891 472.141 

miR-375-y 22 TTTGTTCGTTCGGCTCGCGTTA 8605 26 70 87 357 2220 728 81.2624 222.8483 41.816 362.8572 1113.8456 436.1912 

miR-216-x 22 TAATCTCAGCTAGTAATTATGA 8548 83 289 2331 478 1093 917 259.4147 920.0452 1120.3795 485.8425 548.3933 549.4331 

miR-1993-y 22 TATTATGCTGTTATTCACGAGA 8512 120 403 466 631 1479 1282 375.0574 1282.9696 223.9798 641.3527 742.062 768.1278 

miR-81-y 23 TGAGATCATCGTGAAAACTGGTT 5274 104 134 1235 333 539 639 325.0498 426.5954 593.5945 338.4635 270.4337 382.8656 

miR-153-y 22 TTGCATAGTCACAAAAGTGGTC 5032 27 36 579 607 448 605 84.3879 114.6077 278.2925 616.959 224.776 362.494 

miR-2478-y 18 ATCCCACTTCTGACACCA 5006 210 187 1212 293 637 1269 656.3505 595.3234 582.5397 297.8072 319.6034 760.3387 

miR-10-x 23 TTACCCTGTAGAACCGAGCGAGT 4251 76 817 290 362 246 490 237.5364 2600.9582 139.3866 367.9393 123.4261 293.5902 

miR-7975-y 19 GATCCTGGTCACGGCACCA 3985 362 240 1077 272 517 425 1131.4232 764.0514 517.6528 276.4627 259.3956 254.6446 

miR-219-x 23 TGATTGTCCAAACGCAATTCTTG 3902 85 34 1208 470 294 328 265.6657 108.2406 580.6171 477.7112 147.5093 196.5257 

miR-1991-x 23 CTTACCCTGTAAATCGGAGAAGT 3764 342 345 480 315 171 498 1068.9137 1098.3239 230.7088 320.1682 85.7962 298.3835 

miR-34-x 24 TGGCAGTGTGGTTAGCTGGTTTGT 3494 46 267 1301 285 340 356 143.772 850.0072 625.3169 289.6759 170.589 213.3023 

miR-5119-y 18 TCATCACATCCTGGGGCT 3189 1230 41 36 35 29 972 3844.3387 130.5254 17.3032 35.5742 14.5502 582.3871 

miR-252-x 22 CTAAGTACAGGTGCCGCAGGAG 3002 2 4 338 346 366 467 6.251 12.7342 162.4574 351.6768 183.634 279.8094 

miR-9-z 23 TCTTTGGTTATCTAGCTGTATGA 2941 205 1252 181 364 157 221 640.7231 3985.8014 86.9964 369.9721 78.772 132.4152 

miR-1986-y 23 TGGATTTCCCAAGATCCGTGATT 2733 103 75 8 351 469 349 321.9243 238.7661 3.8451 356.7588 235.3124 209.1081 

miR-7911-x 18 CTCCCGGCCGACGCACCA 2613 156 64 944 275 242 154 487.5747 203.747 453.7273 279.5119 121.4192 92.2712 

miR-1994-y 22 TGAGACAGTGTGTCCTCCCTCA 2022 68 132 299 275 225 209 212.5325 420.2283 143.7123 279.5119 112.8898 125.2252 

miR-3968-y 18 ATCCCACTCCTGACACCA 1936 85 124 491 120 237 464 265.6657 394.7599 235.9959 121.9688 118.9105 278.012 

miR-125-x 22 TCCCTGAGACCCTAACTTGTGA 1478 98 551 92 173 142 114 306.2969 1754.1346 44.2192 175.8384 71.246 68.3047 
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miR-210-y 21 TTGTGCGTGAGACAGCGACCG 1442 9 4 167 79 236 105 28.1293 12.7342 80.2674 80.2961 118.4088 62.9122 

miR-122-x 22 TGGAGTGTGACAATGGTGTTTG 1374 74 356 42 193 185 180 231.2854 1133.3429 20.187 196.1665 92.8205 107.8495 

miR-100-x 22 AACCCGTAGCTCCGGACTTGTG 1232 22 124 163 159 157 142 68.7605 394.7599 78.3449 161.6087 78.772 85.0812 

miR-26-x 22 TTCAAGTAATCCAGGATAGGCT 1106 112 423 82 88 94 93 350.0536 1346.6406 39.4128 89.4438 47.1628 55.7222 

miR-21-x 22 TAGCTTATCAGACTGATGTTGA 1045 69 314 127 97 80 68 215.658 999.6339 61.0417 98.5915 40.1386 40.7431 

miR-13-y 23 TATCACAGCCAGCTTGATGAGCT 987 33 45 137 105 119 111 103.1408 143.2596 65.8481 106.7227 59.7061 66.5072 

miR-190-x 24 AGATATGTTTGATATTTTTGGTGG 980 8 35 53 147 150 148 25.0038 111.4242 25.4741 149.4118 75.2598 88.6762 

miR-206-y 21 TGGAATGTAAGGAAGTATGTT 920 32 210 86 49 126 114 100.0153 668.545 41.3353 49.8039 63.2183 68.3047 

miR-6569-x 19 CCCTGTTGGACTAAGGCCG 832 112 270 103 88 28 121 350.0536 859.5578 49.5063 89.4438 14.0485 72.4988 

miR-4454-x 20 GGATCCTGGTCACGGCACCA 746 54 67 191 50 109 50 168.7758 213.2977 91.8029 50.8203 54.6888 29.9582 

miR-101-y 22 TACAGTACTGTGATAACTGAAG 732 97 240 38 78 50 76 303.1714 764.0514 18.2644 79.2797 25.0866 45.5364 

miR-921-x 20 GTGAAGGACCGAACCAGGAC 688 24 19 122 25 164 45 75.0115 60.4874 58.6385 25.4102 82.2841 26.9624 

miR-22-y 22 AAGCTGCCAGCTGAAGAACTGT 639 82 211 78 56 50 41 256.2892 671.7285 37.4902 56.9188 25.0866 24.5657 

miR-4796-x 19 TTTACTCTGTCCCTTTACT 602 105 72 31 82 22 135 328.1753 229.2154 14.8999 83.3454 11.0381 80.8871 

miR-451-x 22 AAACCGTTACCATTACTGAGTT 591 156 35 27 62 48 80 487.5747 111.4242 12.9774 63.0172 24.0831 47.9331 

miR-235-y 22 AATTGCACTCGTCCCGGCCTGA 584 15 42 200 59 54 47 46.8822 133.709 96.1287 59.968 27.0935 28.1607 

miR-128-y 21 TCACAGTGAACCGGTCTCTTT 567 51 273 22 106 23 24 159.3994 869.1084 10.5742 107.7391 11.5398 14.3799 

miR-133-y 22 TTGGTCCCCTTCAACCAGCTGC 547 0 5 32 7 99 48 0.01 15.9177 15.3806 7.1148 49.6715 28.7599 

miR-12-z 21 TGAGTATTACATCAGGTACTG 533 15 11 80 53 60 66 46.8822 35.019 38.4515 53.8696 30.1039 39.5448 

miR-2760-y 18 TTTTTTGGTTGTTTGGTT 518 34 77 37 84 45 110 106.2663 245.1332 17.7838 85.3782 22.578 65.908 

miR-143-y 22 TGAGATGAAGCACTGTAGCTCT 515 24 136 24 50 94 56 75.0115 432.9625 11.5354 50.8203 47.1628 33.5532 

miR-181-x 23 AACATTCAACGCTGTCGGTGAGT 487 58 182 43 66 27 32 181.2778 579.4056 20.6677 67.0829 13.5468 19.1732 

miR-598-x 18 GCCGGTGATCCCGAAGGT 483 170 128 0 7 9 56 531.3314 407.4941 0.01 7.1148 4.5156 33.5532 

miR-1990-x 22 AGTAAGTTGATGGGGTCCCAGG 482 0 8 0 119 53 49 0.01 25.4684 0.01 120.9524 26.5918 29.359 

miR-307-y 22 TCACAACCTGCTTGAATGAGGG 451 3 2 49 29 65 59 9.3764 6.3671 23.5515 29.4758 32.6126 35.3507 

miR-30-x 20 TGTAAACATCCTTGACTGGA 430 23 163 13 43 60 37 71.886 518.9182 6.2484 43.7055 30.1039 22.1691 

miR-5108-y 19 GGGTAGAGCACTGGATGGG 386 180 4 2 5 0 60 562.5861 12.7342 0.9613 5.082 0.01 35.9498 

miR-16-x 22 TAGCAGCACGTAAATATTGGCG 380 50 105 16 49 41 29 156.2739 334.2725 7.6903 49.8039 20.571 17.3757 

miR-1260-x 18 ATCCCACCGCTGCCACCA 378 13 3 128 26 48 50 40.6312 9.5506 61.5223 26.4266 24.0831 29.9582 

miR-19-y 23 TGTGCAAATCCATGCAAAACTGA 365 38 91 20 26 35 25 118.7682 289.7028 9.6129 26.4266 17.5606 14.9791 

miR-79-y 22 ATAAAGCTAGGTTACCAAAGGT 355 4 5 89 30 49 37 12.5019 15.9177 42.7773 30.4922 24.5849 22.1691 

miR-4286-z 18 ACCCCACTCGTGCTACCA 345 16 4 61 56 34 59 50.0077 12.7342 29.3192 56.9188 17.0589 35.3507 

miR-99-x 22 AACCCGTAGATCCGATCTTGTG 344 12 132 20 61 22 30 37.5057 420.2283 9.6129 62.0008 11.0381 17.9749 

miR-3533-y 18 TCAGGATGTGTGATGTGG 344 63 54 25 91 21 45 196.9052 171.9116 12.0161 92.493 10.5364 26.9624 

miR-2722-y 23 TGGCGCCGTGTAAACATCTAGCT 338 0 4 89 41 53 38 0.01 12.7342 42.7773 41.6727 26.5918 22.7682 

miR-194-x 22 TGTAACAGCAACTCCATGTGGA 333 4 230 24 19 3 20 12.5019 732.2159 11.5354 19.3117 1.5052 11.9833 

miR-98-x 22 TGAGGTAGTAAGTTGTATAGTT 321 2 4 36 34 63 66 6.251 12.7342 17.3032 34.5578 31.6091 39.5448 

miR-486-x 22 TCCTGTACTGAGCTGCCCCGAG 320 68 37 7 35 28 20 212.5325 117.7913 3.3645 35.5742 14.0485 11.9833 

miR-638-x 19 CGCGGGCGGGCGGCGGGAT 318 73 24 24 49 19 66 228.1599 76.4051 11.5354 49.8039 9.5329 39.5448 

miR-199-x 23 CCCAGTGTTCAGACTACCTGTTC 272 17 31 70 32 39 21 53.1331 98.69 33.645 32.525 19.5676 12.5824 

miR-5126-y 20 CGCGGGCGGGGCCGAGGGTG 263 46 31 24 63 8 36 143.772 98.69 11.5354 64.0336 4.0139 21.5699 

miR-6728-x 18 ATTGGGGTTGTAGGACCA 262 14 50 12 18 52 47 43.7567 159.1774 5.7677 18.2953 26.0901 28.1607 

miR-144-y 20 TACAGTATAGATGATGTACT 250 52 31 3 36 23 19 162.5249 98.69 1.4419 36.5906 11.5398 11.3841 

miR-200-y 22 TAATACTGCCTGGTAATGATGA 238 5 24 42 40 34 26 15.6274 76.4051 20.187 40.6563 17.0589 15.5783 

miR-1692-x 18 GATAGCTCAGTTGGTAGA 237 28 12 4 21 2 102 87.5134 38.2026 1.9226 21.3445 1.0035 61.1147 

miR-5106-y 20 GGGTCTGTAGCTCAGTTGGC 229 4 32 23 24 16 54 12.5019 101.8735 11.0548 24.3938 8.0277 32.3548 

miR-93-x 22 CAAAGTGCTGTTCGTGCAGGTA 228 42 28 16 26 20 12 131.2701 89.1393 7.6903 26.4266 10.0346 7.19 

miR-192-x 21 ATGACCTATGAATTGACAGCC 223 16 85 14 24 8 18 50.0077 270.6015 6.729 24.3938 4.0139 10.7849 

let-7-y 22 CTGTACAACCTTCTAGCTTTCC 217 7 11 56 13 12 37 21.8784 35.019 26.916 13.2133 6.0208 22.1691 

miR-215-x 22 ATGACCTATGATTTGACAGACC 212 2 195 0 4 0 4 6.251 620.7917 0.01 4.0656 0.01 2.3967 

miR-755-y 23 TGAGATTCAACTTCTCCAACTGT 208 16 7 59 32 23 17 50.0077 22.2848 28.358 32.525 11.5398 10.1858 

miR-37-x 18 GTGGAGGTCCGTTGCGGT 207 4 0 48 63 26 33 12.5019 0.01 23.0709 64.0336 13.045 19.7724 

miR-7166-y 19 ACGTGGAAGGTCTCTCATG 204 33 9 32 13 34 33 103.1408 28.6519 15.3806 13.2133 17.0589 19.7724 

miR-107-y 23 AGCAGCATTGTACAGGGCTATGA 184 33 51 2 19 14 14 103.1408 162.3609 0.9613 19.3117 7.0243 8.3883 

miR-4792-x 18 CCGGTGAGCTCTCGCTGG 182 122 2 11 2 2 20 381.3084 6.3671 5.2871 2.0328 1.0035 11.9833 

miR-25-y 22 CATTGCACTTGTCTCGGTCTGA 182 24 30 18 20 10 18 75.0115 95.5064 8.6516 20.3281 5.0173 10.7849 

miR-378-y 22 ACTGGACTTGGAGTCAGAAGGC 170 24 92 0 13 9 18 75.0115 292.8864 0.01 13.2133 4.5156 10.7849 

miR-142-y 23 TGTAGTGTTTCCTACTTTATGGA 166 27 24 14 37 5 13 84.3879 76.4051 6.729 37.6071 2.5087 7.7891 

miR-182-x 22 TTTGGCAATGGTAGAACTCACA 162 24 19 6 14 11 13 75.0115 60.4874 2.8839 14.2297 5.5191 7.7891 

miR-199-y 21 ACAGTAGTCTGCACATTGGTT 161 8 30 39 9 23 21 25.0038 95.5064 18.7451 9.1477 11.5398 12.5824 

miR-46-y 20 TGTCATGGAGTTGCTCTCTT 157 4 8 36 24 6 13 12.5019 25.4684 17.3032 24.3938 3.0104 7.7891 

miR-148-y 22 TCAGTGCATTACAGAACTTTGA 139 34 27 7 17 6 10 106.2663 85.9558 3.3645 17.2789 3.0104 5.9916 

miR-2-x 22 CTCATCAACTGGTTGTGATGTG 136 32 11 20 21 4 10 100.0153 35.019 9.6129 21.3445 2.0069 5.9916 
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miR-103-y 23 AGCAGCATTGTACAGGGCTATGA 136 31 30 0 7 14 7 96.8898 95.5064 0.01 7.1148 7.0243 4.1941 

miR-15-x 23 TAGCAGCACAGAATGGTTTGTGA 130 15 41 10 8 8 7 46.8822 130.5254 4.8064 8.1313 4.0139 4.1941 

miR-7070-x 18 GGGAGATGACGCAGGAGG 130 11 2 0 98 0 0 34.3803 6.3671 0.01 99.6079 0.01 0.01 

miR-7190-y 18 GCGCTCGTCGTCGCCGTG 125 37 3 0 45 2 15 115.6427 9.5506 0.01 45.7383 1.0035 8.9875 

miR-129-x 21 CTTTTTGCGGTCTGGGCTTGC 120 2 68 3 17 7 4 6.251 216.4812 1.4419 17.2789 3.5121 2.3967 

miR-205-x 19 TCCTTCATTCCACCGGAGT 119 10 0 12 17 28 5 31.2548 0.01 5.7677 17.2789 14.0485 2.9958 

miR-221-z 22 AGCTACATTGTCTGCTGGGTTT 118 0 37 7 32 5 10 0.01 117.7913 3.3645 32.525 2.5087 5.9916 

miR-2861-y 18 GCGGCGGCCGTCGGGCGG 105 70 0 0 8 2 4 218.7835 0.01 0.01 8.1313 1.0035 2.3967 

miR-1788-y 20 CCGCAGCGAAAGCAAGTCTG 105 32 9 14 5 4 19 100.0153 28.6519 6.729 5.082 2.0069 11.3841 

miR-126-y 22 TCGTACCGTGAGTAATAGTGCA 103 5 45 7 13 7 9 15.6274 143.2596 3.3645 13.2133 3.5121 5.3925 

miR-20-x 22 TAAAGTGCTTATAGTGCAGGTA 101 24 24 7 2 5 8 75.0115 76.4051 3.3645 2.0328 2.5087 4.7933 

miR-203-y 22 TGAAATGTTTAGGACCACTAGA 96 7 7 11 3 34 6 21.8784 22.2848 5.2871 3.0492 17.0589 3.595 

miR-279-y 22 TGACTAGATCCACACTCATCCA 94 13 12 6 0 0 8 40.6312 38.2026 2.8839 0.01 0.01 4.7933 

miR-27-y 21 TTCACAGTGGCTAAGTTCTGC 90 17 18 6 11 3 7 53.1331 57.3039 2.8839 11.1805 1.5052 4.1941 

miR-572-y 18 TCCGCGCGGCGGTGGCCT 89 16 4 4 17 17 10 50.0077 12.7342 1.9226 17.2789 8.5294 5.9916 

miR-223-y 22 TGTCAGTTTGTCAAATACCCCA 86 11 18 10 3 8 7 34.3803 57.3039 4.8064 3.0492 4.0139 4.1941 

miR-219-y 22 AGAACTGTGTTTGGACATCGGT 85 4 7 14 6 5 18 12.5019 22.2848 6.729 6.0984 2.5087 10.7849 

miR-6557-y 19 GCAGCGCCGATCGTCTCCT 85 15 14 3 16 8 7 46.8822 44.5697 1.4419 16.2625 4.0139 4.1941 

miR-3215-y 18 TCGCGTTGTCGCCGCGGG 84 24 5 5 11 11 10 75.0115 15.9177 2.4032 11.1805 5.5191 5.9916 

miR-2777-x 18 CGAGGGACCTTACCTGGG 83 50 8 3 7 0 8 156.2739 25.4684 1.4419 7.1148 0.01 4.7933 

miR-135-x 23 TATGGCTTTCTATTCCTATGTGA 80 12 41 4 7 8 4 37.5057 130.5254 1.9226 7.1148 4.0139 2.3967 

miR-2531-y 19 CACTGTCGGCCCGATCGCG 79 3 0 9 19 12 20 9.3764 0.01 4.3258 19.3117 6.0208 11.9833 

miR-338-y 22 TCCAGCATCAGTGATTTTGTTG 78 27 31 6 0 2 0 84.3879 98.69 2.8839 0.01 1.0035 0.01 

miR-2888-y 18 GGGGTGGGGGGGATGGCC 77 13 10 6 14 8 10 40.6312 31.8355 2.8839 14.2297 4.0139 5.9916 

miR-466-x 19 TGTGTGTGCGTATGTGCAT 76 10 6 4 16 10 13 31.2548 19.1013 1.9226 16.2625 5.0173 7.7891 

miR-152-y 21 TCAGTGCATGACAGAACTTTG 74 5 24 7 14 6 9 15.6274 76.4051 3.3645 14.2297 3.0104 5.3925 

miR-3488-y 18 GCTCCGGTAGCTCAGTGG 72 14 8 10 7 2 21 43.7567 25.4684 4.8064 7.1148 1.0035 12.5824 

miR-320-y 22 AAAAGCTGGGTTGAGAGGGCGA 72 16 12 2 4 11 7 50.0077 38.2026 0.9613 4.0656 5.5191 4.1941 

miR-126-x 21 CATTATTACTTTTGGTACGCG 68 0 39 2 0 6 6 0.01 124.1583 0.9613 0.01 3.0104 3.595 

miR-5110-x 19 GGGAGAGGATGGTGGAATT 68 11 2 15 15 0 11 34.3803 6.3671 7.2096 15.2461 0.01 6.5908 

miR-222-y 23 AGCTACATCTGGCTACTGGGTCT 68 8 24 2 4 5 6 25.0038 76.4051 0.9613 4.0656 2.5087 3.595 

miR-5549-y 18 GTTGATTTTTGGTTGGTT 66 2 9 4 4 15 17 6.251 28.6519 1.9226 4.0656 7.526 10.1858 

miR-193-y 21 TACTGGCCTACAACATCCCAA 65 0 2 6 7 10 5 0.01 6.3671 2.8839 7.1148 5.0173 2.9958 

miR-6752-x 23 AGGGGGGTGTGGAGCGAGGGAGC 64 6 10 8 8 0 0 18.7529 31.8355 3.8451 8.1313 0.01 0.01 

lin-4-x 21 TCCCTGAGACCTCAGATGTGA 63 0 2 2 23 0 0 0.01 6.3671 0.9613 23.3774 0.01 0.01 

miR-191-x 22 CAACGGAATCCCAAAAGCAGCT 62 10 8 0 11 0 10 31.2548 25.4684 0.01 11.1805 0.01 5.9916 

miR-359-y 19 CACTGGGTCTCTTCTGACG 61 2 3 0 17 16 21 6.251 9.5506 0.01 17.2789 8.0277 12.5824 

miR-4448-y 20 CTCCTTGGTCTAGGGGTATG 54 5 5 2 11 3 8 15.6274 15.9177 0.9613 11.1805 1.5052 4.7933 

miR-23-y 18 ATCACATTGCCAGGGATT 54 9 10 4 0 13 5 28.1293 31.8355 1.9226 0.01 6.5225 2.9958 

miR-285-y 23 TCTAGCACCATTTGAAATCAGTA 50 4 3 6 0 15 3 12.5019 9.5506 2.8839 0.01 7.526 1.7975 

miR-551-x 18 TCAAGCTTCGGTGAGAAC 50 39 2 0 3 0 3 121.8937 6.3671 0.01 3.0492 0.01 1.7975 

miR-6058-x 20 ACAATGGCGATGACAACGGG 49 9 11 3 10 5 2 28.1293 35.019 1.4419 10.1641 2.5087 1.1983 

bantam-x 25 CTGGTTTTCACAGTGATTTAGCAGA 48 3 3 11 2 3 3 9.3764 9.5506 5.2871 2.0328 1.5052 1.7975 

miR-33-x 21 GTGCATTGTAGTTGCATTGCA 48 37 4 2 0 0 2 115.6427 12.7342 0.9613 0.01 0.01 1.1983 

miR-5360-x 23 ACGAATCGTCGTATCGGATGTCT 47 0 4 2 3 0 0 0.01 12.7342 0.9613 3.0492 0.01 0.01 

miR-1187-y 19 TGTGTGTGCGTATGTGTTT 47 2 0 0 8 6 27 6.251 0.01 0.01 8.1313 3.0104 16.1774 

miR-145-x 23 GTCCAGTTTTCCCAGGAATCCCT 46 2 12 0 6 7 9 6.251 38.2026 0.01 6.0984 3.5121 5.3925 

miR-8117-y 20 CTCGTGTGGAACAAAAGGGT 46 10 0 0 4 3 4 31.2548 0.01 0.01 4.0656 1.5052 2.3967 

miR-6651-x 19 CCAGGTTGACTAAGGAGGG 45 4 6 0 13 0 2 12.5019 19.1013 0.01 13.2133 0.01 1.1983 

miR-2006-y 18 CACACGTGGTAGCGGAGC 43 20 6 0 7 0 0 62.5096 19.1013 0.01 7.1148 0.01 0.01 

miR-24-y 20 TGGCTCAGTTCAGCAGGAAC 42 3 5 2 8 12 4 9.3764 15.9177 0.9613 8.1313 6.0208 2.3967 

miR-9852-y 19 GTATCGGGGTCGTGGGACC 42 2 3 7 14 0 14 6.251 9.5506 3.3645 14.2297 0.01 8.3883 

miR-725-y 22 TTCAGTCATTGTTTCTGGTCGT 41 13 3 13 2 2 0 40.6312 9.5506 6.2484 2.0328 1.0035 0.01 

miR-891-x 19 CAAGTTACCTGAGACATTG 40 2 3 15 0 6 11 6.251 9.5506 7.2096 0.01 3.0104 6.5908 

miR-7406-y 18 AAGGTACCTGTAGAGCGC 39 13 0 0 9 0 2 40.6312 0.01 0.01 9.1477 0.01 1.1983 

miR-4171-x 19 GACTCTCTTAAGGTAGCCA 39 34 0 0 0 0 3 106.2663 0.01 0.01 0.01 0.01 1.7975 

miR-210-z 20 CTGTGCGTGTGACAGCGGCT 39 9 13 2 0 0 11 28.1293 41.3861 0.9613 0.01 0.01 6.5908 

miR-338-x 19 GATCCTGGTGCTAAGTGGG 39 2 0 0 11 9 15 6.251 0.01 0.01 11.1805 4.5156 8.9875 

miR-183-x 22 TATGGCACTGGTAGAATTCACT 39 15 0 0 4 4 2 46.8822 0.01 0.01 4.0656 2.0069 1.1983 

miR-3104-x 18 CAGGAGCCGGAGCCGGCT 39 3 2 2 0 13 17 9.3764 6.3671 0.9613 0.01 6.5225 10.1858 

miR-1755-x 18 ATCGGTGGATGTCTTGGC 39 0 0 4 13 5 11 0.01 0.01 1.9226 13.2133 2.5087 6.5908 

miR-1985-x 23 TGCCATTTTTATCAGTCACTGTG 39 3 0 0 2 0 0 9.3764 0.01 0.01 2.0328 0.01 0.01 

miR-6497-x 18 GCTCCGAGGACCGGGTCG 38 13 4 0 6 7 5 40.6312 12.7342 0.01 6.0984 3.5121 2.9958 
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miR-8335-y 18 TGTTGTTGTTGTTGTTGT 38 4 2 3 0 0 6 12.5019 6.3671 1.4419 0.01 0.01 3.595 

miR-185-x 22 TGGAGAGAAAGGCAGTTCCTGA 38 10 6 0 3 2 4 31.2548 19.1013 0.01 3.0492 1.0035 2.3967 

miR-30-y 22 CTTTCAGTCGGATGTTTGCAGC 38 0 12 0 9 3 5 0.01 38.2026 0.01 9.1477 1.5052 2.9958 

miR-9419-y 18 GTTCTTGAATATGGTTGA 37 2 3 4 6 0 7 6.251 9.5506 1.9226 6.0984 0.01 4.1941 

miR-1277-x 18 CATATATATATATATGGA 37 28 0 0 4 0 2 87.5134 0.01 0.01 4.0656 0.01 1.1983 

miR-146-x 23 TGAGAACTGAATTCCATAGATGG 37 5 15 2 2 0 6 15.6274 47.7532 0.9613 2.0328 0.01 3.595 

miR-130-y 18 AGTGCAATCGCAAAAGGG 36 7 15 6 0 0 2 21.8784 47.7532 2.8839 0.01 0.01 1.1983 

miR-2018-x 18 CGGAGCCGGAGGTTGAGG 35 0 8 0 17 0 8 0.01 25.4684 0.01 17.2789 0.01 4.7933 

miR-283-x 22 AAATATCAGCTGGTAAATCTGA 35 32 0 0 0 0 0 100.0153 0.01 0.01 0.01 0.01 0.01 

miR-7865-x 19 GATCCTTTTGATTTTAGGG 34 18 0 5 0 2 0 56.2586 0.01 2.4032 0.01 1.0035 0.01 

miR-140-y 22 TACCACAGGGTAGAACCACGGA 34 8 11 0 3 2 8 25.0038 35.019 0.01 3.0492 1.0035 4.7933 

miR-6992-x 18 GACAGTTTGGCTGAGTGG 34 29 0 0 0 0 2 90.6389 0.01 0.01 0.01 0.01 1.1983 

miR-2305-x 19 GTGGGTGGCCGGGAGGGGG 33 6 2 11 4 0 0 18.7529 6.3671 5.2871 4.0656 0.01 0.01 

miR-244-x 18 TTTAGTTGTACAAAATGG 32 5 3 2 2 0 6 15.6274 9.5506 0.9613 2.0328 0.01 3.595 

miR-142-x 20 CCCATAAAGTAGAAAGCACT 31 0 8 2 5 0 3 0.01 25.4684 0.9613 5.082 0.01 1.7975 

miR-4700-x 19 GTTTGGGGTTGAGGACAGT 31 22 2 0 2 0 0 68.7605 6.3671 0.01 2.0328 0.01 0.01 

miR-140-x 22 CAGTGGTTTTACCCTATGGTAG 31 5 5 0 3 0 6 15.6274 15.9177 0.01 3.0492 0.01 3.595 

miR-2779-z 19 TATCCGGCTCGAAGGACCA 30 2 10 2 0 13 0 6.251 31.8355 0.9613 0.01 6.5225 0.01 

miR-456-y 22 CAGGCTGGTTAGATGGTTGTCT 29 3 16 4 0 0 0 9.3764 50.9368 1.9226 0.01 0.01 0.01 

miR-6090-y 19 GGGGAGCGGCGGGCGGGGC 29 0 0 4 10 0 5 0.01 0.01 1.9226 10.1641 0.01 2.9958 

miR-217-x 22 TACTGCATCAGGAACTGATTGG 29 0 14 2 7 0 2 0.01 44.5697 0.9613 7.1148 0.01 1.1983 

miR-430-y 18 AGTGCTAGTTGTTGGGGG 29 0 0 9 10 2 2 0.01 0.01 4.3258 10.1641 1.0035 1.1983 

miR-3960-y 20 GCGGCTCCGGCGGAGGCGGG 29 6 2 2 7 0 12 18.7529 6.3671 0.9613 7.1148 0.01 7.19 

miR-1408-y 18 GGGGGGGGCGGGTGGTGC 28 0 4 0 5 0 9 0.01 12.7342 0.01 5.082 0.01 5.3925 

miR-2881-x 18 TGGGGGCGGGGGAGCGTG 28 3 3 6 12 0 2 9.3764 9.5506 2.8839 12.1969 0.01 1.1983 

miR-6240-x 18 CAAAGCATTGCGATGGCC 28 19 0 3 0 2 2 59.3841 0.01 1.4419 0.01 1.0035 1.1983 

miR-193-x 22 TGGGTCTTTGCGGGCGAGATGA 28 2 7 0 5 5 2 6.251 22.2848 0.01 5.082 2.5087 1.1983 

miR-454-y 22 TAGTGCAATATTGCTTATAGGG 28 2 13 0 0 5 0 6.251 41.3861 0.01 0.01 2.5087 0.01 

miR-39-y 18 TCACCCGGTGAAAAAGGG 27 17 0 0 0 0 0 53.1331 0.01 0.01 0.01 0.01 0.01 

miR-1268-x 19 CGGGCGGGGTGGTCGGGGC 27 4 2 0 6 3 12 12.5019 6.3671 0.01 6.0984 1.5052 7.19 

miR-7615-x 18 GATCTACGCGCTGAACTT 27 0 0 6 0 7 7 0.01 0.01 2.8839 0.01 3.5121 4.1941 

miR-138-x 21 AGCTGGTGTTGTGAATCAGGA 27 0 17 0 0 2 8 0.01 54.1203 0.01 0.01 1.0035 4.7933 

miR-8500-y 18 TAATTTAGTTGGTTGATT 26 2 4 0 5 3 0 6.251 12.7342 0.01 5.082 1.5052 0.01 

miR-424-x 21 CAGCAGCAATTCATGTTTTGA 26 5 16 0 5 0 0 15.6274 50.9368 0.01 5.082 0.01 0.01 

miR-228-x 23 AATGGCACTAGATGAATTCACGG 26 2 4 0 5 0 0 6.251 12.7342 0.01 5.082 0.01 0.01 

miR-4486-x 18 ATGCTGGGCGAGGATGAC 25 14 2 0 0 5 0 43.7567 6.3671 0.01 0.01 2.5087 0.01 

miR-379-y 24 TATGTAACATGGTCCACTAACTCT 25 5 6 0 3 0 2 15.6274 19.1013 0.01 3.0492 0.01 1.1983 

miR-181-y 18 CCATCAGCTGTTGAGTGT 25 5 7 0 2 2 2 15.6274 22.2848 0.01 2.0328 1.0035 1.1983 

miR-301-y 22 CAGTGCAATAGTATTGTCAAAG 25 2 11 2 0 0 4 6.251 35.019 0.9613 0.01 0.01 2.3967 

miR-6813-x 20 AGGGGCTGGGGTTTGAGGTG 25 0 3 0 9 2 7 0.01 9.5506 0.01 9.1477 1.0035 4.1941 

miR-6616-x 22 TCTCTGTGATGGCTAACTGAGA 25 2 3 6 6 0 4 6.251 9.5506 2.8839 6.0984 0.01 2.3967 

miR-6089-y 19 GGGGAGGCCGGGGTGGGGA 24 0 5 5 6 0 5 0.01 15.9177 2.4032 6.0984 0.01 2.9958 

miR-3976-x 18 GATATAGACAGCAGGACG 24 5 2 0 3 0 3 15.6274 6.3671 0.01 3.0492 0.01 1.7975 

miR-7967-x 18 TGCGCTTCCTTGTCCGGC 24 11 5 0 3 0 0 34.3803 15.9177 0.01 3.0492 0.01 0.01 

miR-132-x 22 ACCGTGGCTTTAGATTGTTACT 24 3 12 2 0 5 0 9.3764 38.2026 0.9613 0.01 2.5087 0.01 

miR-971-y 22 TTGGTGTTACTTCTTAGAGGGA 24 0 0 16 2 0 2 0.01 0.01 7.6903 2.0328 0.01 1.1983 

miR-4671-x 21 CCGAAGACGGTGCGCTAACCT 24 4 0 8 2 0 2 12.5019 0.01 3.8451 2.0328 0.01 1.1983 

miR-7350-y 18 ATTGCATTCTGTCTGATA 23 0 7 3 0 0 5 0.01 22.2848 1.4419 0.01 0.01 2.9958 

miR-212-x 23 ACCTTGGCTCTAGACTGCTTACT 23 0 13 0 4 6 0 0.01 41.3861 0.01 4.0656 3.0104 0.01 

miR-718-y 18 GTTCGGCCGGGTGTCGCA 23 9 3 0 7 0 4 28.1293 9.5506 0.01 7.1148 0.01 2.3967 

miR-6884-x 18 TGAGGAGGTCATGTTGGC 23 12 0 5 2 0 4 37.5057 0.01 2.4032 2.0328 0.01 2.3967 

miR-3077-x 19 CGCGGACGGGTGGGTGGGC 23 2 0 2 5 0 3 6.251 0.01 0.9613 5.082 0.01 1.7975 

miR-57-x 25 TACCCTGTAGTACCGAGCTGTGTGT 23 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-7006-x 18 GGTGTTCGAGACTTGAGA 23 7 0 0 0 0 3 21.8784 0.01 0.01 0.01 0.01 1.7975 

miR-6796-x 18 TGTGGGGTTGTAGGGCTG 22 0 13 0 0 5 2 0.01 41.3861 0.01 0.01 2.5087 1.1983 

miR-263-x 22 CTTGGCACTGGAAGAATTCACA 22 18 0 0 2 2 0 56.2586 0.01 0.01 2.0328 1.0035 0.01 

miR-7977-x 18 TTCCCGGCCAATGCACCA 22 0 0 9 3 3 0 0.01 0.01 4.3258 3.0492 1.5052 0.01 

miR-222-x 20 GCTCAGTAGTCAGTGGAGGA 22 4 2 0 16 0 0 12.5019 6.3671 0.01 16.2625 0.01 0.01 

miR-276-y 22 TAGGAACTTCATACCGTGCTCT 22 10 5 0 0 3 2 31.2548 15.9177 0.01 0.01 1.5052 1.1983 

miR-2137-y 18 CGGCGGGAGCCCCGGGGA 22 8 0 0 5 0 4 25.0038 0.01 0.01 5.082 0.01 2.3967 

miR-993-y 23 GAAGCTCGTCTCTACAGGTATCT 22 7 4 0 3 2 4 21.8784 12.7342 0.01 3.0492 1.0035 2.3967 

miR-457-x 21 TAGCAGCACATAAATACTGGA 22 0 4 2 8 0 2 0.01 12.7342 0.9613 8.1313 0.01 1.1983 

miR-275-x 18 CTAAGCCGGAACCGCGAC 22 4 11 0 2 0 2 12.5019 35.019 0.01 2.0328 0.01 1.1983 
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miR-1386-x 18 CTCCTGGCTGGCTCGCCA 21 9 2 0 2 0 6 28.1293 6.3671 0.01 2.0328 0.01 3.595 

miR-106-x 22 CAAAGTGCTTACAGTGCAGGTA 21 2 0 0 8 2 2 6.251 0.01 0.01 8.1313 1.0035 1.1983 

miR-6919-y 18 CCTCCTCCTGGCCCTCGG 21 5 0 3 0 2 9 15.6274 0.01 1.4419 0.01 1.0035 5.3925 

miR-4688-y 19 GGGGCAACAGAGAACCTGG 21 0 3 5 5 0 0 0.01 9.5506 2.4032 5.082 0.01 0.01 

miR-17-x 22 CAAAGTGCTTACAGTGCAGGTA 21 0 0 0 8 2 7 0.01 0.01 0.01 8.1313 1.0035 4.1941 

miR-4532-x 18 CCCGGGGAGCCCGGCGGG 21 14 0 0 0 0 7 43.7567 0.01 0.01 0.01 0.01 4.1941 

miR-218-x 23 TTGTGCTTGATCTAACCATGTGA 20 2 11 2 0 0 5 6.251 35.019 0.9613 0.01 0.01 2.9958 

miR-722-y 20 TTTTGCAGAAACGTTTCAGA 19 0 7 0 0 0 0 0.01 22.2848 0.01 0.01 0.01 0.01 

miR-7113-x 20 CTACAGGGGGACAGTGTGTG 19 0 4 0 6 0 5 0.01 12.7342 0.01 6.0984 0.01 2.9958 

miR-5093-y 23 TGGGAAATGAGGCTGGCGAGGAG 19 0 0 0 17 0 2 0.01 0.01 0.01 17.2789 0.01 1.1983 

miR-1175-x 21 AGTGGAGAAAGTTTTATCTTA 19 0 0 6 2 4 2 0.01 0.01 2.8839 2.0328 2.0069 1.1983 

miR-677-y 18 GCCGTTTCTGAGAAGGGG 19 3 2 0 0 0 0 9.3764 6.3671 0.01 0.01 0.01 0.01 

miR-724-x 22 TTAAAGGGAATTTGCGACTGTT 18 0 13 0 0 2 0 0.01 41.3861 0.01 0.01 1.0035 0.01 

miR-305-x 23 ATTGTACTTCATCAGGTGCTCGG 18 8 2 0 6 0 0 25.0038 6.3671 0.01 6.0984 0.01 0.01 

miR-3885-x 18 GGCGGCGGCGGCGGCAGA 18 16 0 0 0 0 2 50.0077 0.01 0.01 0.01 0.01 1.1983 

miR-127-y 22 TCGGATCCGTCTGAGCTTGGCT 18 4 3 0 0 8 3 12.5019 9.5506 0.01 0.01 4.0139 1.7975 

miR-146-y 18 CAGCCTGGGTCATGAGTT 18 7 3 0 0 0 0 21.8784 9.5506 0.01 0.01 0.01 0.01 

miR-4281-y 18 GTCGCGGGGACGGGGGTT 18 0 0 2 11 0 3 0.01 0.01 0.9613 11.1805 0.01 1.7975 

miR-559-x 18 AGCAAATATGCACCAAGA 17 4 8 0 0 0 3 12.5019 25.4684 0.01 0.01 0.01 1.7975 

miR-6803-x 18 CTCTGGGGTTGTGGGGCT 17 0 6 2 0 2 5 0.01 19.1013 0.9613 0.01 1.0035 2.9958 

miR-150-x 22 TCTCCCAATCCTTGTACCAGTG 17 4 4 0 0 0 9 12.5019 12.7342 0.01 0.01 0.01 5.3925 

miR-16-y 20 ACCAATATTACTGTGCTGCT 17 5 3 2 5 2 0 15.6274 9.5506 0.9613 5.082 1.0035 0.01 

miR-1329-y 18 GGAACAGTGATCGGGTCA 17 0 17 0 0 0 0 0.01 54.1203 0.01 0.01 0.01 0.01 

miR-124-x 18 TCCGCGAAGTCTTAGGAA 17 7 7 0 0 0 0 21.8784 22.2848 0.01 0.01 0.01 0.01 

miR-6553-x 18 GGTGCAGCCTTGTGATAG 17 0 0 2 3 2 8 0.01 0.01 0.9613 3.0492 1.0035 4.7933 

miR-8304-y 19 TTTGTCTTGTTAATTCAGA 17 3 0 0 0 6 4 9.3764 0.01 0.01 0.01 3.0104 2.3967 

miR-221-y 23 AGCTACATTGTCTGCTGGGTTTC 16 0 9 0 0 0 2 0.01 28.6519 0.01 0.01 0.01 1.1983 

miR-4028-y 18 ATTAAAGATGTTGTTGTT 16 3 2 0 2 4 5 9.3764 6.3671 0.01 2.0328 2.0069 2.9958 

miR-2001-x 22 GTTGTGACCGTTATAATGGGCA 16 3 2 0 4 0 0 9.3764 6.3671 0.01 4.0656 0.01 0.01 

miR-1893-y 19 GGGCGCGGGCCCTGGACCC 16 3 0 0 4 0 9 9.3764 0.01 0.01 4.0656 0.01 5.3925 

miR-1380-x 18 CATCCCTTCTGGCTGAAC 15 8 5 0 0 0 0 25.0038 15.9177 0.01 0.01 0.01 0.01 

miR-92-x 18 TGGGGTCGGCAGCAATGC 15 3 0 0 6 0 3 9.3764 0.01 0.01 6.0984 0.01 1.7975 

miR-42-y 18 TCACCGGGTAAACATCTA 15 0 0 2 0 3 3 0.01 0.01 0.9613 0.01 1.5052 1.7975 

miR-449-x 19 GTATTATTAGCTTGTTGGT 15 0 2 0 0 3 5 0.01 6.3671 0.01 0.01 1.5052 2.9958 

miR-1777-y 18 AGCGGCGGGGGGCGGGGT 14 0 10 0 2 0 0 0.01 31.8355 0.01 2.0328 0.01 0.01 

miR-2206-x 18 GCGGGCATAGCTCAGTGG 14 3 2 0 4 0 5 9.3764 6.3671 0.01 4.0656 0.01 2.9958 

miR-61-y 18 AGACTGTTAATCTGCGTG 14 0 3 0 0 0 11 0.01 9.5506 0.01 0.01 0.01 6.5908 

miR-6127-z 18 ATGAGGGAGGTGGTGGGA 14 0 0 0 8 2 0 0.01 0.01 0.01 8.1313 1.0035 0.01 

miR-236-y 22 TAATACTGTCAGGTAAAGATGC 14 2 2 3 0 0 4 6.251 6.3671 1.4419 0.01 0.01 2.3967 

miR-2887-x 19 CGGGACCGGGGTCCGGTGC 14 7 0 0 3 0 0 21.8784 0.01 0.01 3.0492 0.01 0.01 

miR-9243-x 19 TGAACTTCCTGCACCGGGC 14 10 0 0 0 0 4 31.2548 0.01 0.01 0.01 0.01 2.3967 

miR-9277-y 18 GTTCGAATCCTTCCGAGT 14 5 3 0 2 0 0 15.6274 9.5506 0.01 2.0328 0.01 0.01 

miR-7386-x 19 CTGGAAAAGGTACTCTATG 14 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3961-y 18 GCCCTTAGCTCAGTTGGG 13 2 0 2 3 2 2 6.251 0.01 0.9613 3.0492 1.0035 1.1983 

miR-2234-y 18 GTCATCATCTTGCGTTGA 13 0 0 6 3 2 2 0.01 0.01 2.8839 3.0492 1.0035 1.1983 

miR-3150-x 19 CTCGCGGATCTCCCCAGCT 13 6 0 0 5 0 0 18.7529 0.01 0.01 5.082 0.01 0.01 

miR-425-x 23 AATGACACGATCACTCCCGTTGA 13 0 6 2 0 0 0 0.01 19.1013 0.9613 0.01 0.01 0.01 

miR-125-y 18 TCAGGATCTGGGGAGACA 13 2 0 0 0 0 6 6.251 0.01 0.01 0.01 0.01 3.595 

miR-18-y 18 CTTACGTACTCCTTCTGG 13 2 6 0 5 0 0 6.251 19.1013 0.01 5.082 0.01 0.01 

miR-2765-x 22 TTGGTAACTCCACCACCGTTGG 13 2 0 0 11 0 0 6.251 0.01 0.01 11.1805 0.01 0.01 

miR-2310-x 18 TTTTTTGGGTTTGTTACT 13 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6492-x 18 GACCGAAGTGGAGAAGGG 13 6 0 0 0 0 3 18.7529 0.01 0.01 0.01 0.01 1.7975 

miR-35-y 18 TCACCGGGTAAACATTCG 13 4 0 5 0 2 0 12.5019 0.01 2.4032 0.01 1.0035 0.01 

miR-3275-y 18 TTTATTCTTGAGTAGGGC 13 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-1779-y 18 TGACGTGCACTGGAACAC 13 0 0 0 6 3 4 0.01 0.01 0.01 6.0984 1.5052 2.3967 

miR-6489-y 19 ACGGAAAGATGTCCAAACT 12 0 12 0 0 0 0 0.01 38.2026 0.01 0.01 0.01 0.01 

miR-9886-y 18 GTAGGCGTCAGGGTGTGG 12 4 0 0 0 0 3 12.5019 0.01 0.01 0.01 0.01 1.7975 

miR-1957-x 19 CAGTGGTAGAGTAGATGAC 12 0 3 3 0 0 0 0.01 9.5506 1.4419 0.01 0.01 0.01 

miR-7058-x 18 GAAGGTGAGCGTGGAAGT 12 12 0 0 0 0 0 37.5057 0.01 0.01 0.01 0.01 0.01 

miR-6654-y 19 CTGGGGATGAGATGGCAGG 12 12 0 0 0 0 0 37.5057 0.01 0.01 0.01 0.01 0.01 

miR-196-x 18 TTTTGTGTTGTTGGGGTC 12 4 0 2 4 0 2 12.5019 0.01 0.9613 4.0656 0.01 1.1983 

miR-654-x 18 GGATAGGTGGTGGGCTTC 12 2 0 0 10 0 0 6.251 0.01 0.01 10.1641 0.01 0.01 

miR-7439-y 18 ACTTCTCCAGTAGTTTCT 12 12 0 0 0 0 0 37.5057 0.01 0.01 0.01 0.01 0.01 
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miR-762-y 18 CGGGGCTTGGGGCGGGGC 12 5 0 0 2 0 0 15.6274 0.01 0.01 2.0328 0.01 0.01 

miR-2320-x 18 CACGGGGTCCAGCTGTAG 12 10 0 0 0 0 0 31.2548 0.01 0.01 0.01 0.01 0.01 

miR-144-x 22 GGATATCATCATATACTGTAAG 12 6 0 0 0 0 2 18.7529 0.01 0.01 0.01 0.01 1.1983 

miR-6749-x 18 GTCTGGGGTTGTGGGAGC 12 0 0 2 0 2 4 0.01 0.01 0.9613 0.01 1.0035 2.3967 

miR-542-y 22 TGTGACAGATTGATAACTGAAA 11 2 9 0 0 0 0 6.251 28.6519 0.01 0.01 0.01 0.01 

miR-9802-y 18 CCCAAGGGTGGGGTTGTT 11 5 0 0 2 2 0 15.6274 0.01 0.01 2.0328 1.0035 0.01 

miR-1255-x 18 AGGATGAGCAAGGAAACA 11 2 0 0 3 0 0 6.251 0.01 0.01 3.0492 0.01 0.01 

miR-5100-y 18 GGTTCAAATCCCATCGGT 11 0 4 0 0 2 2 0.01 12.7342 0.01 0.01 1.0035 1.1983 

miR-462-x 22 TAACGGAACCCATAATGCAGCT 11 0 4 0 7 0 0 0.01 12.7342 0.01 7.1148 0.01 0.01 

miR-155-x 21 TTAATGCTAATTGTGATAGGG 11 2 2 0 0 0 2 6.251 6.3671 0.01 0.01 0.01 1.1983 

miR-1576-y 18 TGGCGGGCGGAGCGGAAC 11 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-302-x 18 CATGGATGTATCTGCTGC 11 0 0 0 4 2 3 0.01 0.01 0.01 4.0656 1.0035 1.7975 

miR-363-y 22 AATTGCACGGTATCCATCTGTA 11 7 2 0 0 0 0 21.8784 6.3671 0.01 0.01 0.01 0.01 

miR-3375-y 18 TAACTTTGAAAAGTTAGG 11 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-3620-x 18 AGCGGGCTGGGCGGGGCT 11 3 0 0 0 2 4 9.3764 0.01 0.01 0.01 1.0035 2.3967 

miR-149-y 18 GAGGGTCGGGGGTTGTGC 11 5 2 0 0 0 0 15.6274 6.3671 0.01 0.01 0.01 0.01 

miR-5112-x 18 GTAGCTCAGCGGTAGAGA 11 0 2 0 7 0 0 0.01 6.3671 0.01 7.1148 0.01 0.01 

miR-737-x 22 GTTTTTTTAGGTTTTGATTTTT 11 0 7 0 0 2 0 0.01 22.2848 0.01 0.01 1.0035 0.01 

miR-4488-x 19 GGAGGGGGCGGGCTCCGGC 11 5 0 0 0 0 2 15.6274 0.01 0.01 0.01 0.01 1.1983 

miR-6777-x 18 CCGGGAGTCAGACAGTGG 11 0 0 0 9 0 0 0.01 0.01 0.01 9.1477 0.01 0.01 

miR-6624-y 18 CCGGAAAGGGCTTCTGTT 11 2 0 0 0 6 3 6.251 0.01 0.01 0.01 3.0104 1.7975 

miR-6238-y 19 TATTAGTCAGCGGAGGAAA 10 0 3 0 3 0 0 0.01 9.5506 0.01 3.0492 0.01 0.01 

miR-6703-y 18 GCAGAGCGCTGTAGGAGA 10 0 0 4 0 0 6 0.01 0.01 1.9226 0.01 0.01 3.595 

miR-6894-x 18 GTTGGAGAGCCGGGCCAG 10 3 0 0 5 0 2 9.3764 0.01 0.01 5.082 0.01 1.1983 

miR-432-y 18 CTGGAAGGCTCCGCCATG 10 5 0 0 5 0 0 15.6274 0.01 0.01 5.082 0.01 0.01 

miR-6963-x 19 ATGGCTGGGAGAACCTGGA 10 3 0 0 0 0 7 9.3764 0.01 0.01 0.01 0.01 4.1941 

miR-13-x 22 CTCCTCAAAGGGTTGTGATACG 10 2 0 2 0 0 3 6.251 0.01 0.9613 0.01 0.01 1.7975 

miR-2285-y 18 CCCACGTGAACTCATTGG 10 3 0 0 3 2 2 9.3764 0.01 0.01 3.0492 1.0035 1.1983 

miR-4502-y 18 TGATGATGATGATGATGA 10 3 0 0 0 0 4 9.3764 0.01 0.01 0.01 0.01 2.3967 

miR-312-y 18 TGCACTTGATACGGGCGG 10 2 0 4 0 0 2 6.251 0.01 1.9226 0.01 0.01 1.1983 

miR-548-x 18 AAAAACAATCGCGGATTT 10 0 3 0 0 2 2 0.01 9.5506 0.01 0.01 1.0035 1.1983 

miR-1814-x 19 ATGGTTTTTTGGTTTTGGT 10 0 0 0 3 3 2 0.01 0.01 0.01 3.0492 1.5052 1.1983 

miR-9891-y 21 GGCTTCGTCCTCGTCGGCGGC 10 2 0 0 4 0 2 6.251 0.01 0.01 4.0656 0.01 1.1983 

miR-128-x 21 CGGGGCCGTGTCACTGTATGA 10 4 0 2 0 0 4 12.5019 0.01 0.9613 0.01 0.01 2.3967 

miR-365-y 22 TAATGCCCCTAAAAATCCTTAT 10 8 0 0 0 0 0 25.0038 0.01 0.01 0.01 0.01 0.01 

miR-1672-x 19 CGGTCAGGCCCGGAAGGGA 10 0 0 0 2 2 0 0.01 0.01 0.01 2.0328 1.0035 0.01 

miR-3162-x 18 GGGGGTAGGAGGGTGGGG 10 0 0 0 8 0 2 0.01 0.01 0.01 8.1313 0.01 1.1983 

miR-4945-x 18 GTTTTCTCTTCTTTTCGT 10 10 0 0 0 0 0 31.2548 0.01 0.01 0.01 0.01 0.01 

miR-484-z 21 TCAGGCTCAGTCCCCTCCCGA 9 2 2 0 0 0 0 6.251 6.3671 0.01 0.01 0.01 0.01 

miR-6645-x 18 GGGAGGCAGCAGTGGTGA 9 7 0 0 0 0 2 21.8784 0.01 0.01 0.01 0.01 1.1983 

miR-6580-x 19 ATTGACTTCAGTGCTGACC 9 3 0 0 6 0 0 9.3764 0.01 0.01 6.0984 0.01 0.01 

miR-5408-y 18 GGTTGGGGAGTTCTGGAA 9 2 2 0 5 0 0 6.251 6.3671 0.01 5.082 0.01 0.01 

miR-352-y 20 TGAGTAGTAGGTTGTATAGT 9 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-9299-x 19 TGTCTTGGATGGTGGATGT 9 3 0 2 0 0 4 9.3764 0.01 0.9613 0.01 0.01 2.3967 

miR-1249-x 20 GAGGAGGGCGGGGATGGGAC 9 0 0 0 3 0 6 0.01 0.01 0.01 3.0492 0.01 3.595 

miR-2325-y 18 TTTGATTGGTTTTGTGTT 9 0 2 0 3 0 0 0.01 6.3671 0.01 3.0492 0.01 0.01 

miR-429-y 22 TAATACTGTCTGGTAATGCCGT 9 0 0 0 0 3 6 0.01 0.01 0.01 0.01 1.5052 3.595 

miR-1587-x 20 GTGGCTGGGCTGGGTTGGGC 9 0 0 0 5 2 0 0.01 0.01 0.01 5.082 1.0035 0.01 

miR-1199-x 18 CCTGAGCCTGGGCCACGC 9 2 0 0 2 0 5 6.251 0.01 0.01 2.0328 0.01 2.9958 

miR-190-y 18 CCAAGGAGTCTAACATAT 9 0 2 2 0 0 0 0.01 6.3671 0.9613 0.01 0.01 0.01 

miR-374-x 22 TTATAATACAACCTGATAAGTG 9 0 6 0 0 0 0 0.01 19.1013 0.01 0.01 0.01 0.01 

miR-518-y 19 GAAGCACTTCCCTTTGGAC 9 6 3 0 0 0 0 18.7529 9.5506 0.01 0.01 0.01 0.01 

miR-6511-x 18 CTGGAGGCAGCAGTGGGG 9 0 0 0 7 2 0 0.01 0.01 0.01 7.1148 1.0035 0.01 

miR-7118-x 18 CAGGGGAACGCGGGAGAG 9 0 0 0 9 0 0 0.01 0.01 0.01 9.1477 0.01 0.01 

miR-455-x 22 TATGTGCCCTTGGACTACATTG 9 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-265-y 19 ATTGATGGAGGAAGCGAAT 9 7 2 0 0 0 0 21.8784 6.3671 0.01 0.01 0.01 0.01 

miR-375-x 18 TCACGCCGAGTCCGACGG 9 9 0 0 0 0 0 28.1293 0.01 0.01 0.01 0.01 0.01 

miR-2439-x 18 TCTGGCCTGGCGGATGGT 9 7 0 0 0 0 0 21.8784 0.01 0.01 0.01 0.01 0.01 

miR-275-y 23 TCAGGTACCTGATGTAGCGCGCG 9 9 0 0 0 0 0 28.1293 0.01 0.01 0.01 0.01 0.01 

miR-2566-y 19 TTATCTTGCGTTTCTAGAT 9 2 2 0 0 0 3 6.251 6.3671 0.01 0.01 0.01 1.7975 

miR-5401-y 19 CGACGCGGTGCTGCTGTTC 9 2 3 0 2 0 2 6.251 9.5506 0.01 2.0328 0.01 1.1983 

miR-466-y 19 ACGCATGCACGCACACACA 9 0 2 0 0 0 4 0.01 6.3671 0.01 0.01 0.01 2.3967 

miR-6528-x 20 AGAGAGGGAGGTGGGAAGGA 9 0 2 0 3 0 2 0.01 6.3671 0.01 3.0492 0.01 1.1983 
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miR-6931-x 18 GTTGGGATTGGGGGACTT 9 0 0 0 7 0 0 0.01 0.01 0.01 7.1148 0.01 0.01 

miR-6932-x 18 GGTGAAGTAGACTTGTCT 8 2 0 0 6 0 0 6.251 0.01 0.01 6.0984 0.01 0.01 

miR-378-x 22 CTGGACTTGGAGTCAGAAGGCT 8 0 3 0 0 3 0 0.01 9.5506 0.01 0.01 1.5052 0.01 

miR-6498-x 18 ACGCTTCTGTTGTCGGAG 8 3 0 0 0 0 5 9.3764 0.01 0.01 0.01 0.01 2.9958 

miR-14-y 21 TCAGTCTTTTTCTCTCTCCTA 8 0 2 0 2 2 2 0.01 6.3671 0.01 2.0328 1.0035 1.1983 

miR-3420-x 18 TACTGTTATAGCCTGGCT 8 2 0 0 0 3 3 6.251 0.01 0.01 0.01 1.5052 1.7975 

miR-3224-x 18 CATCATCATGGCCTTCCT 8 2 4 0 0 0 2 6.251 12.7342 0.01 0.01 0.01 1.1983 

miR-36-x 18 ACAATGACGATCCGGTCA 8 2 0 0 4 2 0 6.251 0.01 0.01 4.0656 1.0035 0.01 

miR-1599-y 18 GAGGGTTGAAAAAAAAAA 8 4 4 0 0 0 0 12.5019 12.7342 0.01 0.01 0.01 0.01 

miR-1250-x 18 ACGGTGCTGGACGTGCCC 8 8 0 0 0 0 0 25.0038 0.01 0.01 0.01 0.01 0.01 

miR-7552-x 21 TTACAATTAAAGGATATTTCT 8 0 8 0 0 0 0 0.01 25.4684 0.01 0.01 0.01 0.01 

miR-8438-y 20 TTTAAGGAGCCTCTGGCAAG 8 3 0 0 3 0 2 9.3764 0.01 0.01 3.0492 0.01 1.1983 

miR-7579-y 18 TGAGGACGACTAGAATGC 8 2 0 4 0 0 0 6.251 0.01 1.9226 0.01 0.01 0.01 

miR-4952-x 19 AGCCGGATCCGGTTGTTGC 8 4 0 0 4 0 0 12.5019 0.01 0.01 4.0656 0.01 0.01 

miR-9235-x 19 TGATGGGGTTGTGGGAGCC 8 0 0 2 2 4 0 0.01 0.01 0.9613 2.0328 2.0069 0.01 

miR-3470-x 21 CACTCTGTAAACCAGGGTGGC 8 4 0 0 4 0 0 12.5019 0.01 0.01 4.0656 0.01 0.01 

miR-8210-y 18 TCTACGAAAAAAAGAAAT 8 4 2 0 2 0 0 12.5019 6.3671 0.01 2.0328 0.01 0.01 

miR-9226-y 19 GGTCCCTGTTCGGGCGCCA 8 2 0 0 2 2 0 6.251 0.01 0.01 2.0328 1.0035 0.01 

miR-2290-y 18 TCTGGTGTTCGGGTTGTG 8 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-3897-y 19 CGGGGGGGTGGGGGTGGGG 8 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-1497-y 18 ATTGCGGGCGGTGGTCCT 8 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-9188-y 19 GAACGGCCTGGAGCTGGAG 8 0 0 0 4 0 4 0.01 0.01 0.01 4.0656 0.01 2.3967 

miR-6124-x 18 AAAGAAAGGGGAAGGAGA 8 4 0 0 2 0 0 12.5019 0.01 0.01 2.0328 0.01 0.01 

miR-2981-y 18 GCGCGGGGCGGGCGGGGA 8 2 0 0 6 0 0 6.251 0.01 0.01 6.0984 0.01 0.01 

miR-211-x 22 TTCCCTTTGTCATCCTATGCCT 8 4 4 0 0 0 0 12.5019 12.7342 0.01 0.01 0.01 0.01 

miR-1358-y 18 AACTGCTTTTATTTGGGA 8 0 0 3 0 0 5 0.01 0.01 1.4419 0.01 0.01 2.9958 

miR-204-x 22 TTCCCTTTGTCATCCTATGCCT 8 4 4 0 0 0 0 12.5019 12.7342 0.01 0.01 0.01 0.01 

miR-875-x 18 TCATCAGTTTTATCAGGT 8 0 3 2 3 0 0 0.01 9.5506 0.9613 3.0492 0.01 0.01 

miR-2739-x 18 GTGGATATTCTAGTGTGG 8 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-8515-y 18 GTAATGGAATTAATGGAA 8 8 0 0 0 0 0 25.0038 0.01 0.01 0.01 0.01 0.01 

miR-2293-x 19 ATGTTTTTGATGTTTTGTA 8 0 3 0 0 2 0 0.01 9.5506 0.01 0.01 1.0035 0.01 

miR-7023-x 20 GGTGGAGCTGGGGTTGGGCG 8 0 6 0 0 0 2 0.01 19.1013 0.01 0.01 0.01 1.1983 

miR-1996-x 18 CAACTGAGGTCAGAACTT 8 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-136-x 23 ACTCCATTTGTTTTGATGATGGA 8 0 4 0 0 0 4 0.01 12.7342 0.01 0.01 0.01 2.3967 

miR-1926-y 18 ATTCTAAAAGAAAAAGGC 8 8 0 0 0 0 0 25.0038 0.01 0.01 0.01 0.01 0.01 

miR-18-x 20 TAAGGTGCATCTAGTGCAGA 8 3 0 0 3 2 0 9.3764 0.01 0.01 3.0492 1.0035 0.01 

miR-328-x 19 CAGGGGTGCAGGGGGGGCT 7 0 0 3 0 0 0 0.01 0.01 1.4419 0.01 0.01 0.01 

miR-301-x 18 TACTCTGTCTTCATTGCA 7 5 0 0 2 0 0 15.6274 0.01 0.01 2.0328 0.01 0.01 

miR-93-y 20 TACTCCTGAGCCAGCACTTG 7 0 0 4 0 0 0 0.01 0.01 1.9226 0.01 0.01 0.01 

miR-7082-x 18 ACGGGCGGGAGGAGGGGC 7 0 0 0 0 0 7 0.01 0.01 0.01 0.01 0.01 4.1941 

miR-106-y 20 CCGCACTGTGGGTACTTGCT 7 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5359-x 18 GGATTTTTTATATTGGTA 7 0 0 0 7 0 0 0.01 0.01 0.01 7.1148 0.01 0.01 

miR-4450-x 20 GGGGATTTGTATAAGTGGTG 7 4 0 0 0 3 0 12.5019 0.01 0.01 0.01 1.5052 0.01 

miR-2343-x 19 ATGGGAGACGGTGGAACCT 7 0 0 0 2 0 5 0.01 0.01 0.01 2.0328 0.01 2.9958 

miR-9365-x 18 ACTTGTTCTCGCCTGTCG 7 7 0 0 0 0 0 21.8784 0.01 0.01 0.01 0.01 0.01 

miR-5960-x 24 GTGGTCCGGATTTGGAGGGTTATC 7 0 3 0 0 2 0 0.01 9.5506 0.01 0.01 1.0035 0.01 

miR-1777-x 18 CTGGGGGCGGTGGTGGGC 7 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-2022-y 22 TTTGCTAGTTGCTTTTGTCCCC 7 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6781-x 19 ACGGGACGGAGGTCAAGGG 7 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-7444-y 18 TTAGGTGCAGCCTTGTGG 7 0 0 0 3 0 2 0.01 0.01 0.01 3.0492 0.01 1.1983 

miR-4562-y 19 GCGTCGCGGTCGTGGTCGG 7 2 0 0 5 0 0 6.251 0.01 0.01 5.082 0.01 0.01 

miR-2284-x 18 GTTTGATTGGGTTTTGCA 7 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-187-y 23 TCGTGTCTTGTGTTGCAGCCACT 7 3 4 0 0 0 0 9.3764 12.7342 0.01 0.01 0.01 0.01 

miR-2188-x 21 AAGGTCCAACCTCACATGTCC 7 0 0 2 0 2 0 0.01 0.01 0.9613 0.01 1.0035 0.01 

miR-4787-x 18 GGTGGCGGTGGCGGCGGC 7 0 0 0 0 0 5 0.01 0.01 0.01 0.01 0.01 2.9958 

miR-427-y 18 CTATCTGTTGTGGGCGTT 7 2 2 0 0 0 3 6.251 6.3671 0.01 0.01 0.01 1.7975 

miR-3059-y 18 TAGGGGAGAGAAGGTTGG 7 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6756-x 21 TGGGGTTGGCGGTGGGGCTGA 7 2 0 0 3 0 2 6.251 0.01 0.01 3.0492 0.01 1.1983 

miR-3203-y 19 TGTCAGCTCAGTCGGTAGA 7 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3484-x 18 TATTAGGTTTAGTTGGTT 7 0 0 0 3 0 4 0.01 0.01 0.01 3.0492 0.01 2.3967 

miR-1246-x 21 AATTGATTTTTGGAGCAGGGA 7 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-470-x 18 CTGCTTGGACTGGCACTC 7 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-9097-y 18 GCGGGCAGGGTTTGGGAT 7 0 3 0 4 0 0 0.01 9.5506 0.01 4.0656 0.01 0.01 
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miR-4763-y 18 GCTGGTGCTGGCCGGGGA 7 4 0 0 3 0 0 12.5019 0.01 0.01 3.0492 0.01 0.01 

miR-2701-x 18 TCCCGCAATGCCATCGGC 7 7 0 0 0 0 0 21.8784 0.01 0.01 0.01 0.01 0.01 

miR-202-x 22 TTCCTATGCATATACCTCTTTG 7 4 0 3 0 0 0 12.5019 0.01 1.4419 0.01 0.01 0.01 

miR-10-y 18 GTAGGATTGACAGGTTGA 7 2 0 2 3 0 0 6.251 0.01 0.9613 3.0492 0.01 0.01 

miR-1701-x 21 TGGCTGGTTGGTTGGTTGGTT 7 0 0 0 5 0 2 0.01 0.01 0.01 5.082 0.01 1.1983 

miR-6544-y 18 TATCTTTCTTTTCTGACA 7 5 0 0 2 0 0 15.6274 0.01 0.01 2.0328 0.01 0.01 

miR-459-x 23 TCAGTAACAAGGATTCATCCTGT 7 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-986-x 18 GTCTCGAAAACCGTTGTG 7 0 5 0 0 0 2 0.01 15.9177 0.01 0.01 0.01 1.1983 

miR-2438-x 18 GGTGTGGGCTGGAGCCGG 7 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-4154-y 20 ATTTTGTTGGTTTTCGGAGC 7 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-672-y 18 ACAGTCGCCATCCTCGCA 7 3 0 0 0 0 4 9.3764 0.01 0.01 0.01 0.01 2.3967 

miR-1388-y 23 ATCTCAGGTTCGTCAGCCCATGT 7 0 5 0 0 0 2 0.01 15.9177 0.01 0.01 0.01 1.1983 

miR-7044-x 18 GTCTGGTGGTGGTCGCGG 7 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-3234-x 18 CATGGGAACGATCATCGC 7 0 2 0 0 3 0 0.01 6.3671 0.01 0.01 1.5052 0.01 

miR-1421-x 18 ATGGGCACATGAGCTACA 7 5 2 0 0 0 0 15.6274 6.3671 0.01 0.01 0.01 0.01 

miR-505-x 19 TCCGGGTGATTGCGTGCCT 7 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-489-y 22 TGACATCATATGTACGGCTGCT 7 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-3547-x 19 CGGGGAGAGGGGTGGGGCC 7 0 0 2 3 2 0 0.01 0.01 0.9613 3.0492 1.0035 0.01 

miR-6751-x 18 GGTGGGGTTGGTGACTGG 7 0 2 0 0 2 0 0.01 6.3671 0.01 0.01 1.0035 0.01 

miR-9787-y 19 AAAAGAGGTCGTTGGGTGC 7 2 2 0 0 0 0 6.251 6.3671 0.01 0.01 0.01 0.01 

miR-2974-x 18 GGGGTGGGTTGGGCCGGG 6 0 0 0 0 0 6 0.01 0.01 0.01 0.01 0.01 3.595 

miR-2779-x 22 TCGTATCCGGCTCGAAGGACCA 6 0 4 0 0 2 0 0.01 12.7342 0.01 0.01 1.0035 0.01 

miR-5598-y 18 GGGTTCGAGTCTCGTCGC 6 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-7935-y 18 CCCTTTTGTTAGGGATTT 6 0 6 0 0 0 0 0.01 19.1013 0.01 0.01 0.01 0.01 

miR-4451-y 18 GTTGGCAGAGCTGAGGAC 6 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-138-y 22 CGGCTATTTCACAACACCAGGG 6 0 6 0 0 0 0 0.01 19.1013 0.01 0.01 0.01 0.01 

miR-3003-y 18 TGCAAACTGTTTATGAAA 6 0 0 0 2 2 2 0.01 0.01 0.01 2.0328 1.0035 1.1983 

miR-8935-x 21 TTTGGCGCTTGCGTCCTCGGC 6 4 0 0 0 2 0 12.5019 0.01 0.01 0.01 1.0035 0.01 

miR-9355-x 18 CTGTTGACTTGCCGGAGC 6 0 0 0 0 0 6 0.01 0.01 0.01 0.01 0.01 3.595 

miR-79-x 22 CCTTTGGTTATCTAGCTGTATG 6 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-4905-x 18 TGTGGATGACATTTTAGA 6 0 4 0 0 2 0 0.01 12.7342 0.01 0.01 1.0035 0.01 

miR-184-x 18 ATCATTTGTCTGGCCCTG 6 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-322-x 20 CAGCAGCAATTCATGTTTTG 6 0 6 0 0 0 0 0.01 19.1013 0.01 0.01 0.01 0.01 

miR-1790-y 18 GAGTGAGGGCTGTGGGGG 6 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-9195-y 18 GCTTTCCGCCGGGCCGCT 6 4 0 2 0 0 0 12.5019 0.01 0.9613 0.01 0.01 0.01 

miR-423-y 19 AAAGCTCGGTCTCAGGACC 6 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-8450-y 19 TTTGATTTTTTTGATGGAA 6 0 0 2 4 0 0 0.01 0.01 0.9613 4.0656 0.01 0.01 

miR-8110-y 18 CGTGGATGGGGGAGGGGG 6 0 2 0 4 0 0 0.01 6.3671 0.01 4.0656 0.01 0.01 

miR-7221-y 18 AGTGCGGGCTGGGGACTG 6 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-2457-y 18 ACTGGCGAGCCGCGCTGA 6 0 0 0 6 0 0 0.01 0.01 0.01 6.0984 0.01 0.01 

miR-71-y 20 TCTTACTACCCTGTCTTTCA 6 0 3 3 0 0 0 0.01 9.5506 1.4419 0.01 0.01 0.01 

miR-6050-x 18 CGGGGGGTGGAGGGTGGA 6 4 0 2 0 0 0 12.5019 0.01 0.9613 0.01 0.01 0.01 

miR-29-x 22 CGGATTTCTTCTGGTTTTCGGA 6 2 0 0 0 0 4 6.251 0.01 0.01 0.01 0.01 2.3967 

miR-7549-x 18 ATCGGCGCAGCGGCGGCA 6 2 0 0 2 0 0 6.251 0.01 0.01 2.0328 0.01 0.01 

miR-9805-y 19 CGCCCAGGGTTAGTCGGAT 6 0 0 3 0 0 3 0.01 0.01 1.4419 0.01 0.01 1.7975 

miR-6619-x 18 AAAAGTGACGGAGCATTG 6 0 2 4 0 0 0 0.01 6.3671 1.9226 0.01 0.01 0.01 

miR-82-y 23 TGAGATCATCGTGAAAACCGGTT 6 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6716-x 18 CTTGGGAATGGGGATGAG 6 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3878-x 18 TGGACGGAGAACTGAATG 6 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-2110-x 18 AAGCTGCCTCTGAGTGAG 6 2 0 0 0 0 4 6.251 0.01 0.01 0.01 0.01 2.3967 

miR-501-y 20 AATGCACCTGGGCAAGGATT 6 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8982-x 18 CCGGGCCAGGACTTCAGC 6 2 4 0 0 0 0 6.251 12.7342 0.01 0.01 0.01 0.01 

miR-8799-y 18 CATTCGCGGCCCCGGGGC 6 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-734-y 23 GTAAATGCTGCAGAATCGTACCG 6 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-735-x 18 GGCTGGTCCGAAGGTAGT 6 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-9216-y 19 ATTCTGGATGGTGGACAAC 6 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-6863-y 18 CATCAACGTGGTGAAGGA 6 3 0 0 3 0 0 9.3764 0.01 0.01 3.0492 0.01 0.01 

miR-132-y 22 TAACAGTCTACAGCCATGGTCG 6 0 0 0 0 4 0 0.01 0.01 0.01 0.01 2.0069 0.01 

miR-4738-y 19 CTGCAGCGCCTGAAGGAGA 6 2 0 0 4 0 0 6.251 0.01 0.01 4.0656 0.01 0.01 

miR-3102-x 18 GGTCAGGGTGGGGCTGGG 6 0 0 0 4 2 0 0.01 0.01 0.01 4.0656 1.0035 0.01 

miR-182-y 22 GGTGGTTCTAGACTTGCCAACT 6 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-4806-y 18 GCATAGCTCAGGCGGTAG 6 0 0 2 0 4 0 0.01 0.01 0.9613 0.01 2.0069 0.01 

miR-4848-x 19 GTTGTGTTGAAGCTTTGGG 6 0 0 0 2 4 0 0.01 0.01 0.01 2.0328 2.0069 0.01 
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miR-9883-x 18 AATTCGTGCGGGCTCTGG 6 0 2 0 0 0 4 0.01 6.3671 0.01 0.01 0.01 2.3967 

miR-3151-x 19 TGACGGGTTGCGCAACGGG 6 0 0 0 6 0 0 0.01 0.01 0.01 6.0984 0.01 0.01 

miR-8089-y 19 AACAGGGGATTGGGGCAGA 6 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-309-x 18 CTCAGTTCAGTTGGTAGA 6 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-664-x 18 CGGCTGGGGATAAAGATT 6 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-508-y 18 CATGATTGTAGCCGATTG 6 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1262-y 18 GGTGAATTTGTGGAAGGA 6 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1502-x 18 AGCTTTCTGAGGAATAGG 6 6 0 0 0 0 0 18.7529 0.01 0.01 0.01 0.01 0.01 

miR-3071-x 18 ATTGGAGACGATGATGGA 6 2 0 0 0 0 4 6.251 0.01 0.01 0.01 0.01 2.3967 

miR-500-y 20 AATGCACCTGGGCAAGGATT 6 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7045-x 19 AGAGGGTGGGGGAGGGGAA 6 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6494-x 19 GGAGGGCGCCGCGGTGAGC 6 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-731-x 22 AATGACACGTTTTCTCCCGGAT 6 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-306-x 21 CCAGGTACTAGGTGACTCTGA 6 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-9211-y 18 TTGAGCCTGGCTGTGTTG 6 0 0 0 0 0 6 0.01 0.01 0.01 0.01 0.01 3.595 

miR-502-y 20 AATGCACCTGGGCAAGGATT 6 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4020-x 18 GTGGTGGGTGGGTGGTTG 6 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-4331-y 18 TGTTGTTGTGGTGTAGGC 6 0 0 0 0 3 3 0.01 0.01 0.01 0.01 1.5052 1.7975 

miR-1564-y 18 CCTCCTCCGTCGTGCTGG 6 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-2444-y 18 GTTTTGTGTTGTTGTTTG 6 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6087-x 18 GGTGAGGCGGGGAGGCGA 6 0 4 0 0 2 0 0.01 12.7342 0.01 0.01 1.0035 0.01 

miR-1226-x 18 GCAGGGCTGGATGGGGCG 6 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-3290-x 20 AATTAAAATTATGATGTTGA 6 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1469-x 18 CTCGGCGCTGGGCCCGGG 6 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-7084-y 18 CTCTGATCCCTGTTCTCT 6 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4956-y 19 ATTGTCGCTGGGCAGAGCT 6 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-6922-x 19 GGTGTGGCAGGGGACTGTA 6 0 2 0 0 0 4 0.01 6.3671 0.01 0.01 0.01 2.3967 

miR-7916-y 18 ATTCCAGAGCCTCGCGAT 5 0 0 0 0 0 5 0.01 0.01 0.01 0.01 0.01 2.9958 

miR-2019-x 18 TCAAAGGGATCGCGTTGC 5 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8875-x 19 GCGGACCCCGGGGCAGGCG 5 0 0 0 0 0 5 0.01 0.01 0.01 0.01 0.01 2.9958 

miR-4667-x 20 TCTGACTGCGGATCAGAAGG 5 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1822-x 18 TCGGTTCAGCCGTCGGTG 5 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8158-y 19 CACTTGTACTTGTGAAACT 5 3 0 0 0 0 2 9.3764 0.01 0.01 0.01 0.01 1.1983 

miR-8499-y 19 ATGCAATTTCACAGGTTGA 5 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-64-x 18 AATATGACATTGTTGCTT 5 0 0 0 2 0 3 0.01 0.01 0.01 2.0328 0.01 1.7975 

miR-292-x 19 ATACCTGGCGGGACTTTTC 5 0 2 0 3 0 0 0.01 6.3671 0.01 3.0492 0.01 0.01 

miR-210-x 23 AGCCACTGACTAACGCACATTGA 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-23-x 20 CTGGGATCCTGGCCTGCTGA 5 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9340-x 19 GGAATCGAGTGTAGAGGTG 5 0 2 0 0 3 0 0.01 6.3671 0.01 0.01 1.5052 0.01 

miR-6836-y 18 TGCCTCCGCCGGACCCGC 5 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-84-x 19 GTAGTTTGGGAATGCTGCC 5 0 3 2 0 0 0 0.01 9.5506 0.9613 0.01 0.01 0.01 

miR-3247-x 18 TTGTAAAAAAGCATTGGT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-1607-x 20 TGGGGCGGGACGGGTCGGGC 5 0 0 0 3 0 2 0.01 0.01 0.01 3.0492 0.01 1.1983 

miR-306-y 19 ATCACCTCGGTATGTAAGC 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-374-y 22 CTTATCAGGTTGTATTGTAATT 5 0 3 0 0 0 2 0.01 9.5506 0.01 0.01 0.01 1.1983 

miR-196-z 18 GTGGTTTTATTTTGTTGG 5 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5689-x 18 ATACCCTTGTAGTCCTAG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-4449-y 18 TCCCGGTCCTGCGCGAGG 5 0 3 2 0 0 0 0.01 9.5506 0.9613 0.01 0.01 0.01 

miR-3843-x 18 CAGGTGTTGATGTGGTTT 5 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-998-y 19 AGAAACATGGAATTCAGCT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-286-x 20 ATGACGATTGTCCGTATGGT 5 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4606-y 18 GCGTGCGGTGATGTGGAC 5 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-3655-x 18 GCTTGTCCCTTCGGTGTT 5 2 0 0 3 0 0 6.251 0.01 0.01 3.0492 0.01 0.01 

miR-6959-x 18 GGAAATCCTGTGTCGGGC 5 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-221-x 22 ACCTGGCATACAATGTAGATTT 5 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-9081-x 18 ACAATACTGATGCCTCGG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-3791-y 20 TCACCGGGTAAACATCATCT 5 2 0 3 0 0 0 6.251 0.01 1.4419 0.01 0.01 0.01 

miR-7976-x 20 TGCCCTGAGACTTTTGCTCT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-687-x 18 CTATCCTGGAAAGCTGCA 5 2 0 0 0 0 3 6.251 0.01 0.01 0.01 0.01 1.7975 

miR-1837-y 18 CTTCTTAGAGGGACTGCG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-3145-y 18 GATGTTTTGAGGGTTTGG 5 0 2 0 3 0 0 0.01 6.3671 0.01 3.0492 0.01 0.01 

miR-2951-y 22 CGTCTACCCGGTTCCGTGTACT 5 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-7648-y 18 CCAGGGCTGGGGCTGGGA 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 
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miR-4983-x 18 GCTCGTTTGGATTTCTGG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-1711-x 18 AAGTGCTGCGTCTCTTCA 5 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-9106-x 18 CGAGGCCCTCGAGGAAGG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-1601-y 18 GTGTGGGCCGGTGCAGAG 5 2 3 0 0 0 0 6.251 9.5506 0.01 0.01 0.01 0.01 

miR-885-y 18 GGGGGCGTGGTGTAGTGG 5 0 0 0 0 5 0 0.01 0.01 0.01 0.01 2.5087 0.01 

miR-2423-y 18 TGTTGTATGGTTGTTGTT 5 0 0 0 2 3 0 0.01 0.01 0.01 2.0328 1.5052 0.01 

miR-989-y 19 TGTGATGTCAGGTAGTGGT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-195-x 21 TAGCAGCACAGAAATATTGGC 5 0 5 0 0 0 0 0.01 15.9177 0.01 0.01 0.01 0.01 

miR-451-z 25 AAACCGTTACCATTACTGAGTTTAG 5 3 0 0 2 0 0 9.3764 0.01 0.01 2.0328 0.01 0.01 

miR-1653-y 19 GAGCTGTGCTGCATGAAGG 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-2712-x 18 CGCGGGACCGGCAGCCGG 5 0 3 0 0 0 2 0.01 9.5506 0.01 0.01 0.01 1.1983 

miR-5739-y 18 GCGGCGAGAGAATGGCGA 5 0 0 0 0 0 5 0.01 0.01 0.01 0.01 0.01 2.9958 

miR-9403-y 19 GGTGAACAAGAGAAAATAT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-4796-y 20 TGGCAGAGTGTAGACCCCAA 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-3055-y 18 GCAGTTCACCATAAGCGG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-3336-y 18 GGTTTCGTGATCGCCGCG 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-205-y 18 TTTCGGTAGTATGAAGAG 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-2428-x 18 TGGCTAGAGTGCGGCAGA 5 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-520-y 18 AATTTCTTCCTTGTAGAG 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-8301-x 19 AGGATTGTTTGACCACTTT 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-3621-x 18 ATGCGGGTCGGGGTCTCC 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-542-x 19 TCTCGAGCATCATCATGTC 5 5 0 0 0 0 0 15.6274 0.01 0.01 0.01 0.01 0.01 

miR-6587-y 19 TGGACGGGGTGCTGGAGGC 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-7641-x 20 GAGCACGCCCGATCTCGTCC 5 0 3 0 0 2 0 0.01 9.5506 0.01 0.01 1.0035 0.01 

miR-412-z 18 GACCAGTTGGACAGGAAT 5 0 0 0 0 2 3 0.01 0.01 0.01 0.01 1.0035 1.7975 

miR-361-x 20 TTATCAGAATCTCCAGGGGT 5 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9407-x 18 GTGCGCTCAGTGGATAGA 5 0 2 0 0 3 0 0.01 6.3671 0.01 0.01 1.5052 0.01 

miR-7046-y 18 CTGAACCAGCCATCCCGC 5 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9424-y 19 AAAGCTTGTATATCGAGGC 5 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3064-x 20 GTCTGGGTGTTGTGGGGTGC 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-6100-y 19 TCGGAAGGGAAAGGTGGGA 5 0 0 0 5 0 0 0.01 0.01 0.01 5.082 0.01 0.01 

miR-2064-y 18 TTGCATGTTGTTGGTCTT 5 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-616-y 18 CTTTGAGGGTTTTGAGCA 5 3 2 0 0 0 0 9.3764 6.3671 0.01 0.01 0.01 0.01 

miR-574-y 19 GTGTGTGTGGGTGTGTGTG 5 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7433-x 19 GTCACTGTCAGTCACTGGG 5 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7375-y 18 TTAAGGCGGGGAAGGGTA 5 3 0 2 0 0 0 9.3764 0.01 0.9613 0.01 0.01 0.01 

miR-2417-x 18 GATGGAAGCACAGAAAAT 5 3 0 0 2 0 0 9.3764 0.01 0.01 2.0328 0.01 0.01 

miR-2506-y 21 TTTGCAGTATTCGGCCTGAAA 5 0 3 0 0 0 2 0.01 9.5506 0.01 0.01 0.01 1.1983 

miR-6984-y 18 TCTTACCTGTCTTTCGAG 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7461-y 18 CTGGACGGTGGTCATGGA 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-8109-x 19 CCGCGTGCCGGCCGGGGGA 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7181-y 18 CAGGACCCACTCCAGGAC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-1199-y 19 GTGCGGGCGGTGCTCAGCC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-1643-y 19 AAAGTGCTGCATGTGGGGA 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-8938-x 18 TTTGCTTTCTGGCGGCCG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7035-y 18 ATTCTGAGCCGCTGCCCC 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-153-x 18 TTGTTATTTTTGTGATCT 4 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3688-y 19 AAAGGATTTGCCACTCTTT 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-4075-x 19 CCTTGAGTTCTGAGCGGCT 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-9459-y 19 AAGGACTCAACGAGCAAAA 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-2891-x 18 TCTGTGGGCTGGGTTAGT 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-1247-x 18 ACCCGTCGCCTGCGTCCC 4 0 2 0 0 2 0 0.01 6.3671 0.01 0.01 1.0035 0.01 

miR-135-y 19 CTTTGGTGGAAGTGAAAGA 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7465-x 18 AGATAGCTGGTTCTCCGC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-7373-x 20 CCTTCTGTCAGTAGTTCAGT 4 2 0 0 0 2 0 6.251 0.01 0.01 0.01 1.0035 0.01 

miR-9357-x 18 CCAAGACATGATGGAGGA 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-7334-y 18 TTGACTCACTTTCTGAAC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-605-x 20 CCCCCGGTGCCATCTCCTTG 4 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-1726-y 18 AAGCGTGTTGGGTTAGGT 4 0 0 2 0 0 2 0.01 0.01 0.9613 0.01 0.01 1.1983 

miR-1638-x 18 GTTTGTGTTGTTTGTGTT 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-4577-y 18 AGGAGACCGATAGCGAAC 4 0 0 0 0 2 2 0.01 0.01 0.01 0.01 1.0035 1.1983 

miR-7675-y 18 TGGTTCATTTGATCGTGA 4 2 0 2 0 0 0 6.251 0.01 0.9613 0.01 0.01 0.01 

miR-8085-x 18 ATGGGAGAGGGAACTGTG 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 



13 
 

miR-9824-x 18 GGCGGATGCGGTCGGGGT 4 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3805-y 18 ATGATTCGGCGGTGATGG 4 0 2 0 0 0 2 0.01 6.3671 0.01 0.01 0.01 1.1983 

miR-942-y 18 CATGGACGAAAGAGAGAA 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-58-y 18 GAGATCGTTCTGTACGTC 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-22-x 22 AGTTCTTCAGTGGCAGGCTTTA 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-514-x 19 ACGAGGGAGGAAATCATGT 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-3668-x 18 AGAGGTTGATCAAAAGAG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6937-x 18 CTCTAAGGGCTGGGTCGG 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8863-x 19 CCCCTGGGAGCTGGAGCGC 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-2127-y 19 CCCGGAGGGGCGGGAGGGC 4 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-151-x 21 TCGAGGAGCTCACAGTCTAGT 4 0 0 0 0 2 2 0.01 0.01 0.01 0.01 1.0035 1.1983 

miR-7018-x 19 GAAAGGGAGAGGTGGGGGA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7477-x 18 GCGTTGATCGGGGCTGGG 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3936-y 19 GTAAGGGGTGTTTGCCAGA 4 0 0 0 0 4 0 0.01 0.01 0.01 0.01 2.0069 0.01 

miR-3149-y 20 TATGGATATGTGTGTGTATA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7030-x 19 CCTGGTGAGGTGGCTGTGG 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-9890-x 18 CGAAGAATGTAGATAAAA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1809-x 18 GGAAGTTTGGCAGAGCGG 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2575-y 18 TCAGCGACATCAGTGGCA 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-3419-y 19 CCTTTGATACTGGAAAACT 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-1322-y 18 ATCATGCTGCTGATGGTG 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-6602-x 19 GGGGTTGCAGAGGTCGGAG 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-76-y 18 ATTCGTTGTTGATGATGA 4 0 0 2 0 0 2 0.01 0.01 0.9613 0.01 0.01 1.1983 

miR-2898-y 18 GTGGTGGAGATGCCGGAG 4 0 0 4 0 0 0 0.01 0.01 1.9226 0.01 0.01 0.01 

miR-7471-y 18 CCCGTGCAGTGCTGTGGC 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3720-x 18 CATACGGTCATGAGTTCA 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2708-y 18 ATTTAAAAAGAGTGGGGA 4 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-8806-y 18 TTGAGATTTGAGAGGACC 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-678-y 18 TCTCGGGGCTAGGGCTGG 4 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3478-x 18 GTTTGAATCCTACCCGGT 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-5893-y 20 CAAATTGATGAACTCCGAAT 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3473-y 18 ACATAAGTGAGCCTGGGG 4 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8940-y 21 TATGTGCCGGAGATGGATCAG 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-7847-y 19 AAGGACGAGGATGAGGCCG 4 0 2 0 0 0 2 0.01 6.3671 0.01 0.01 0.01 1.1983 

miR-5335-y 20 GTCCGCGTTCCCGTCGGTCC 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-9458-x 19 CGCAAAGATGGAGAGTGCA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-186-x 22 CAAAGAATTCTCCTTTTGGGAA 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-7047-x 18 CTGAGGGAGGAGGGCTGC 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-795-x 18 ATTGATCAGCCAGATTGA 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-7388-x 18 TTCACAGATTTTACATTT 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7011-x 18 ATGGGAGAGGGAACTGTG 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1621-y 18 TCGCCGTGCTGTCGCGCA 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-4433-y 19 AAAGGAGTGGAGGGTGGGA 4 0 0 0 2 2 0 0.01 0.01 0.01 2.0328 1.0035 0.01 

miR-327-x 21 ATCCTTGAGGGGCGTGAGGGC 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-8318-x 18 GATCGATGAAGGACGTGA 4 0 2 0 0 2 0 0.01 6.3671 0.01 0.01 1.0035 0.01 

miR-2060-y 18 AGCGGCAGGGAAAGATGT 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-1662-x 23 TTGACATCATCATACTTGGGATA 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-9105-x 18 TGAGGCTTCGGGATTGGG 4 0 0 0 0 4 0 0.01 0.01 0.01 0.01 2.0069 0.01 

miR-2149-y 20 TCAGCAGTTGTCCACTGATG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3162-y 18 CTCCCGACCCCTCCACCC 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4932-x 19 AGGGGATCAACTAAAAGGG 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-7398-x 20 GTAGGGGCGAGTAAGATACC 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-4459-x 19 AGGCGGAGGAGTCGGAGGT 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-2967-y 19 ACATCAAAATGGGAGAGGA 4 2 0 2 0 0 0 6.251 0.01 0.9613 0.01 0.01 0.01 

miR-460-x 21 CCTGCATTGTACACACTGTGC 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6562-x 18 AAGGAGTGTGCTGTAGTG 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-1207-x 18 AGGGAGGAAGGGAGCGGC 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-6092-y 18 ATGGACAAGGCTTTGGTC 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-7415-x 18 TTCTGTTCTCTGAGAGCG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2031-x 19 ACTCTATTTATGGAACATT 4 2 0 2 0 0 0 6.251 0.01 0.9613 0.01 0.01 0.01 

miR-509-y 19 TTGGTACGTCTGGAGGAAG 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-1489-x 21 TAGGTAAACCACGGATTGCTT 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4825-x 18 CAGGGATTGGGGTGGGGG 4 0 0 2 0 2 0 0.01 0.01 0.9613 0.01 1.0035 0.01 
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miR-7351-x 19 TAAAGGCAACCTTTGTTCC 4 2 0 2 0 0 0 6.251 0.01 0.9613 0.01 0.01 0.01 

miR-1351-y 20 GGCATTGGCTGGGGCTGGTC 4 2 2 0 0 0 0 6.251 6.3671 0.01 0.01 0.01 0.01 

miR-1549-x 18 CTCGCCGGGCTCGGTGGT 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-8513-y 18 GTTTAAGTTTTTTTCTGG 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-2284-y 20 CAAAAGTTTGTTCGGTTATT 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-2130-y 18 CCGGTGGAGCTCTTCAAG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3656-y 20 CCGGCGGGTGCGGGGGTGGG 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-3746-y 18 AACGCGGAGAAGATGGTA 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-1958-y 19 ATAGTGGATGCAGTAAGTT 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-7464-y 19 CACTGCAGTGAGCCATTGG 4 0 0 0 0 4 0 0.01 0.01 0.01 0.01 2.0069 0.01 

miR-1538-y 18 ACCGGGCTGCTGCTGGTC 4 0 0 0 2 0 2 0.01 0.01 0.01 2.0328 0.01 1.1983 

miR-4749-x 18 CTGCGGGAACAGGCTAGG 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-5393-x 18 TTGGTTCAGAAGAGTCTA 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-200-z 22 TAATACTGTCTGGTAAAGATGT 4 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1908-y 19 CCGCCTGCTCCGCCACGGC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-5902-y 19 AGAGAAGCGTTGTCAAAGT 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7054-x 18 GTGGTTGGGATGAGTATT 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-2340-y 18 GAGGACTACCGTGGTGGT 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-239-x 22 ATTGTACTCCGGCTAAGGTGCT 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-342-y 23 TCTCACACAGAAATCGCACCCAT 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3682-y 19 ATGATGATACAGATGGAGA 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-8408-x 22 TAATTATATTATATTATATAGA 4 0 4 0 0 0 0 0.01 12.7342 0.01 0.01 0.01 0.01 

miR-1839-x 18 AGGTAGGAAGAACAGGTC 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1375-x 18 CTTCCTGTTGGGCATGCT 4 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-763-x 18 GCCGGGAACAACCAGTGG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2115-y 21 TTCATTAGAATTCATTGAGGC 4 0 0 4 0 0 0 0.01 0.01 1.9226 0.01 0.01 0.01 

miR-7307-x 18 CACATTGCGCTCTGGGGA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8269-y 18 TTCATCGGCGCCCTCAGG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6879-x 20 AAAGGGCAGGGAAGGTGGGA 4 2 2 0 0 0 0 6.251 6.3671 0.01 0.01 0.01 0.01 

miR-216-y 19 ATAACGGCTGATGGTTACT 4 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-87-x 18 TGGAACTTAGACTCAATA 4 2 0 0 0 2 0 6.251 0.01 0.01 0.01 1.0035 0.01 

miR-2136-y 21 TCTGGGTGTTGACTTAAATGT 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-8243-x 19 CGGGGGCAGAGTGGCTATG 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-3575-y 20 CGATACTAGGTAGTTGGTGA 4 0 0 0 0 4 0 0.01 0.01 0.01 0.01 2.0069 0.01 

miR-6926-x 18 GAAGTGGGGTGAGGGATG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6134-y 21 TGAGGTAGTAGGATGTATAGT 4 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-422-x 18 GACTGCGGATCAGAAGGC 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-1614-y 18 GGAGGAACTGCCGGCATA 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-61-x 18 TACAGTTTGTTAGTTTCT 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6848-x 20 CTGGGGGGTGGGAAGGGCCA 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-4968-y 18 CAGCAACAGCAACAGCAG 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-672-x 18 GTTTGGGGTGCTGTGTGT 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-339-x 19 CTCCCTGTCGTCCAAGAGC 4 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3276-x 18 TTAGTGTTTGTGTAAAGT 4 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6896-x 19 AGGCTACGAGAACCTGTGC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-2302-y 18 AAGGAGCGGGCGCAGGAC 4 2 2 0 0 0 0 6.251 6.3671 0.01 0.01 0.01 0.01 

miR-3490-y 18 CTTTGGGTTCTGGGGAGA 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-7083-y 18 CTCTGATCTCCTGCACCC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-7211-x 18 TCCCTGTCCCACTCCACC 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-767-x 19 GCACCCTGGTAGTCTGAGC 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4000-x 19 AACTTCCAATGAACAGGCC 4 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

miR-4701-y 18 AGGGGTGGTGGGTGTGGT 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8207-y 18 GAAGAAAAGAGAAGGAGG 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9816-y 18 TCCGAAAGGATTTGGGTA 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1546-x 18 TATAGGGGTTCTGAGAGG 4 4 0 0 0 0 0 12.5019 0.01 0.01 0.01 0.01 0.01 

miR-6760-x 18 TGCAGGGCGAACGTGGAA 4 0 0 0 4 0 0 0.01 0.01 0.01 4.0656 0.01 0.01 

miR-9169-y 18 GGTGATGTAGCTCAGTGC 4 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3761-x 19 GTTCGATTCCCGGCCCTCG 4 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4591-x 19 GGCGATCGAGTTGCATGCA 4 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2436-y 19 CGTCCGACCGCCTCGTCCA 4 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

miR-6793-x 19 GGTTTTTGGGTTGGGGTGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-253-y 18 AGTTGGGGTTGTGGGAAG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-674-x 21 GCACTGAGATGGGAGTGGTGT 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 
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miR-4875-y 18 AATGCAAAGTAGAAAACC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-45-y 18 CTAGAGGAAAATTCACCA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-719-x 19 TATCTCGACTGCAGAAAAA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-563-y 19 GCTGATATACATTTGCCTG 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-4860-y 18 ATTGTGTGGCGGGTAGTT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1897-x 19 TGAATGGCGAAAGAGGGGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7889-y 18 TTGAGGAAGTGGATGACA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-7111-x 19 CTGGGGGAGGAAGCAGAGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-499-x 21 TTAAGACTTGCAGTGATGTTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-5101-y 19 TTTTTTTTTGTTTTGGTGA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-2007-y 18 TCCAGTTTACACCAGAAA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3150-y 19 GGAGATCCTCGAGCTCGGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7258-y 19 CTGCGATCCGGGCCCTTTT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-8409-y 18 ATCGTTTTGCGCTCGTCG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3054-x 19 AGTGGATTCGTCTGCTGAC 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-1816-x 18 GTTTTGTGTTGTTGTTTG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3477-x 23 TAATCTCATTTGGTAACTGTGAG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6720-y 18 CGCCTGCTGGTACTGGTA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6923-x 19 GAGGGCAGGAGGAATAGGG 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-3525-x 18 TGTCTGCGATTCTGTGAT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-6812-x 18 GATGGGGAAAGATGGGGA 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-8335-x 18 ACATCCTGACGCCTCAGG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-8391-x 18 TTGTGCGGTCGTGGAAAA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-1261-x 18 AATGGATAAGGCTTCGGC 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7203-x 18 GTGGACTGTTTGAGAGTG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3229-y 18 ATCTTCCTGGAGACCGGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2763-y 18 TTATCCTCATTTCATTGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-4520-y 18 AAAAAACTCGCAGGAAGA 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-425-y 18 GCCAACGTGAATGTCGTG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-3124-x 18 TTCGCGGCCGAAGGTAAA 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-7659-x 18 CGGGCTCCAGATTCCTGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3959-x 23 GGTTGATCAGAGAACATACATTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-8209-y 18 TTCTTCTCCCTTTGTTTT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-1376-y 18 AGCATGTTGGGCTGTTGA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-6914-x 19 CATGGGGTGGTGGTGGACA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-7185-x 18 CATGATCAGGATCTGCGG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3934-x 18 AGGTGTGGATTCTGCGGC 3 0 0 3 0 0 0 0.01 0.01 1.4419 0.01 0.01 0.01 

miR-3256-x 18 TGGTTATGATTTCCGCTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-411-x 23 GGTTGATCAGAGAACATACATTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-8915-y 18 GGCCTGCTGGAGGTGACG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1795-x 18 ATGAAGATCTGGCCTGTC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-9383-x 18 GCAGATCAAGCGCGAGCA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-7022-x 18 CCCAGGCAAGGAAGGGCT 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3191-y 20 GGACGAAGCTGGCCAGGCAG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-59-y 18 ATCGACACGCTTGATGCT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-625-y 18 AGAACTTCCCCCCTAATC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-134-y 18 TCTGGGCTGGCTCGACAC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7435-x 18 TTTGTGTATGTCGTTGCA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-669-y 18 ACATACACAAAAACATCT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1728-y 20 GCTTCTGTAGCTCAGCCAGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1838-x 18 CAACTGTCGTTCCCTGGC 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-2139-y 19 AGCCGGGCTGCTCCTGGTA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6773-x 19 CCCTGGAGCAAACAGGATT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-2502-x 18 GGCTGCGGCAGCAACAGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1934-y 18 ACGGTCGGGCTGGCGAGA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-5858-x 19 AATCGCTTTGGAATAGGAC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7287-y 18 CTGTGATGCCCTTTAGAT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-7467-y 19 ACCACCGACACCACGCTGA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-3189-y 18 TTGGGACTGATGGAGTAG 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-4851-y 18 TTATTACTTGCTTTGGGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8959-x 18 TCGAATCCTGGGGTCACC 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-8430-y 18 ATCATGGAAGAAAAAAAA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4668-x 18 GGGAAAAAGAAGAGGATT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 
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miR-357-y 18 ATCCCAGTCGGTGCTGGA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-3642-y 18 CGAAGCGGTCACTCTGCT 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3751-y 18 TCGTGGTGGAAGTGGGGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-7590-x 18 GGTTTTAAAGGTTCGTGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1285-y 25 TGCACTCCAGCCTGAGCAACATAGC 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-6858-x 18 GGAGAGGGGCTGGCAGGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-885-x 22 TCCATTACACTACCCTGCCTCT 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-6990-y 18 AGCCCTCCCTCGTCCTGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-8356-x 18 TTGTGACTCGCATGAATG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4134-x 18 AAACAGTCAGTGTGAATA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-747-x 20 TAATCTCAGCTGGTAAATGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

let-7-z 22 TGAGGTAGTTGTTTGTACAGTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-8376-y 18 TTTGCAACCTATCTGGGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6047-y 18 AGCACAGGTCAGTCGGTC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-511-x 19 ATCTTTTGCTCTGCCGTCA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6700-x 18 TTTTCAGGAGAGGTGGCT 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-7632-x 18 ATACTGTCCCGGTATCGG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-722-x 21 ATTTGAAACGTTTTAGCCAAA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-7461-x 18 TGATCAGGCATGCGATGA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-1501-y 19 ATGCTGTACCGCAAGGGCT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-2015-y 20 CACTTCTCCCTCATGCATGA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3887-x 18 ATGGTGTTGACATAAAAA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-9844-y 18 ATGTTCGACTGTTGGATG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6545-x 19 AGAGAACGGCTGCAGCTTC 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-1417-y 18 TTCACCGGTGCGGAGAGC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-7455-y 18 CCCTCCCTCCGTCGTCGC 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-8902-x 19 CACATCCATTTCTATCTCC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-3065-y 18 CAGGATGCTGTTGGAGAG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2979-y 19 TCCTTGGCTTCTTCTGCTT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-1908-x 18 GCGGCAGGGACGGAGATT 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-9189-x 18 CGTGTGTCCGTGACCAGG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7856-x 18 TTTAAGGACACTGAAGGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-7467-x 18 CAGCGCGCTGGTGATGGA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-9819-x 19 GGGAGCGCGACCGTCCGGA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-8338-y 18 ACTCCGTTAGTAGTGGCA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7704-x 18 ATGTCGGCGGCGACGTGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4658-y 18 GTGGATCCTGGCGGAAAC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-215-y 23 TCTGTCATTCTGTAGGCCAATTA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-556-x 18 ATGGACTCATTGTATTAT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-3236-x 18 AAACAAGTCGTTTTATTT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-5096-x 23 GGGTTTCACCATGTTGGTCAGGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7675-x 18 AAGGAAAGAATGAAGAGC 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-992-y 18 CCCTCTTTTGGACCCAAG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3187-y 21 ATGGCCATGGGGCTGGGCGGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4198-x 18 ATGATGTTAGTTTAAAGA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-8908-y 18 AGTACCTGTATGGGCAGA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6406-x 18 CCGCGACCTCACGCTGAA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4037-x 18 AATCCACTCGTCTGTACC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1228-x 18 GATGGGCGGGGGGAGGTG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8309-x 19 AGCAATGCGTTCAGCTGAC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1915-x 18 CTTGCCTCGCGGCCCGGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-2424-y 21 TCTTTAGTAATCTGATGGCTT 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-2484-y 18 TGATGACTTGAATTGCAT 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-451-y 18 AGTAATAGTAAGGATTCT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7305-y 19 ATCTGCCTCCTCTTTGGAT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-5358-x 19 TTATGGTATTGCGCTGGCA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-6847-y 18 CTCAGGAGTCTGTCCTCT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-8398-y 18 TTAAGCAGCAATGAAAGA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-639-y 19 GCGGTCGCGCGCGGTCTGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2360-y 20 CGCGGGCGGGAGGGTGGAGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-997-y 18 AAGCTCATTTGATTTTGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9283-x 18 TCTGGCCTTGACGCTGAG 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-6939-x 19 CCAGGAACCTGGTTGGTGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 
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miR-7349-y 19 AAGTATTTTATTCAGACCA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-5132-x 18 CGGCCTGGGGTTGTGGAC 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-9343-y 18 TTAGTAAACTGATAGCTA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-274-x 23 TTTGTGACCGTCACTAACGGGCA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-6821-x 18 GTGGTGGGTCGAGGCCGG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-9094-y 20 TGACCTTTCTCGGCCTAGGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-876-y 18 GGTGGTCAACAAAGTAAT 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2943-x 18 TAAGTAGGCAGTTGCCGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7069-x 20 TTAGGGGGCCTGAGAGGGTG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-2537-y 18 ATAGTCGCCTGTCCTTTG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-9185-x 18 GCCGCGGAATGAACCAGC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-2316-x 18 ACCCGGCCTGGACTGCGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-2235-x 18 ATTCTGTCCGGTCTGGCC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-200-x 22 CATCTTACCGGACAGTGCTGGA 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-936-x 20 ACAGGAGGGGGAGGATTCGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-8970-y 18 GGCTGTAGCGTCCGCTCC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-507-y 19 GATTGGGACTTGTTTGAGT 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-4937-x 20 CTGGGGAGGGGTTGGGCGGT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-8082-x 18 ATTATGGAGCTGGGAACA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-9066-x 18 CATAACAGTCCTGATCCT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-2361-x 18 GTTGTGTTGTTTGTGTTT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4676-x 19 CAGTGGTGGGACAATGAGT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-6727-x 18 CGGGGCTGGCGGCTGGGT 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-6544-x 19 ATTTAGAAATGGATATGAA 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-7430-y 18 AGCAAGGGAAGGGAGTCG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1227-x 18 TGGCCAGGCGGTGGTTGG 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-3739-y 18 GGACGGAGAGAGAGCAGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-4447-y 18 GTGGGGACTGTTGTTTGC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-6574-x 20 TCCTTGACTTTTCTGATGAC 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4624-x 18 GCCGCGGTCGGGTCCGGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-636-y 18 CTTGGTCGTCGCGCCTGC 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7671-y 19 ATCGAGCAGGCGGAGAACC 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6354-x 18 CCCTAGGGGTCAGGTCTC 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-6535-x 18 GTTAAGGGGAGCGGTTAG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-4862-y 18 CAGATACAGGCATAAACT 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4826-y 21 ACACTTCAAATCGGATCGGCT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3967-y 21 TACTTGTCTGACTGATGTTGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7589-y 18 TTTGGAAATGGAGGATTC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7306-x 18 GGTAGGATTGGTGAGGAG 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-3661-x 18 CTCGACCTGGGACTCGGC 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-2373-x 18 CCCCGGCCCGGGCTCGGC 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-3613-x 20 TGTTGTACTTTTTTTTTTGT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1655-x 18 TGGTATTGGGTAAATGAT 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7086-x 18 AAGTGGAGAAAGGTTTGA 3 0 0 0 0 0 3 0.01 0.01 0.01 0.01 0.01 1.7975 

miR-1690-x 18 CAGAGGCGAAGGAGAACT 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-7472-x 18 GGTGGAGATGTAGCTGGA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-7446-x 18 CATGTCGACCTCCTCGCG 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-7012-x 18 GGAGAGGGGCTGGCAGGG 3 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4866-y 18 TAGCAGAGCTAGTGTGAC 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-4561-y 18 TTTTGGTGATTATATTGA 3 0 0 0 0 3 0 0.01 0.01 0.01 0.01 1.5052 0.01 

miR-3156-x 19 AGAACGATCTGGAAGGGGG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-3963-x 19 TATCCCACTCCTGACACAG 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-6887-x 19 ATGGGTGGACCGATGGAGA 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-2421-x 18 TATCTTGTTGTTTCGTGT 3 0 0 0 3 0 0 0.01 0.01 0.01 3.0492 0.01 0.01 

miR-4784-x 18 TTGAGGAGATGCTGGAAC 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-2561-y 19 ACAGCGGACGGCAGAAAAG 3 0 3 0 0 0 0 0.01 9.5506 0.01 0.01 0.01 0.01 

miR-6973-x 20 GTAGGTATGGGGAAAGGAGA 3 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

miR-1895-y 19 CGAGAAGGTCGAGGAGGAG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4962-y 20 GACGATGTGGAGAGTGATGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8087-x 18 AATTCTTGGATTAAAGGG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1422-y 18 GGAAAAAAGGTCATGACT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2481-x 18 GTTGTCTGGTGGGTTGTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-100-y 18 GTTCGATTCTCGGGTAGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 
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miR-7281-x 18 TAATAGGCTATAAGTAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4869-y 18 CCTGTCGTCAACACGGCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9538-y 18 GACGAAATCAGTCAGAAT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7448-x 19 TCATCGTTCATGGTCTCCA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6717-x 19 GCGATGTGGGGACGGAGAG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6515-x 18 AATTGGAGAGTGTGGAAG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3223-y 18 CTCTGGGGAGGATAATGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3778-y 18 TAGTTGGATGTTTTGTGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4089-x 18 TGGAAATGGATGTGGTTT 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-26-y 19 CTGTTCTTGAGTACTGGTT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2840-x 18 TATGGAAGAAGAGGAGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1668-y 18 TGGCTCCTTCTCTGCAGG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-155-y 18 GTCCCCTGCCCGTTCGCA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-2390-x 18 ATGTTGTTTGTTTTTGTT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3726-x 18 TGGTGGATGCCATCGGTT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3148-x 19 GATGAAAAAAACTGTTGTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-186-y 18 TAAGGTGAATTTTTCGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7001-x 18 GGAAGGGTGTGAGCGAGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8059-x 19 GGGTAACTGTAGATGAAAC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9145-y 18 GCGTTTGAATTCTGACGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9261-y 20 AAAACGCCGTGGCGCGCGGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6846-x 18 GCTGGGAGCTGGATGAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2400-y 18 CAGCACAGGCATCTAGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4051-y 18 CAAGGTCGCGGTGATCGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7219-y 19 ATCCGGGTTTCGACCACAC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7088-x 18 GTGCTGGAGAGGAGGGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2686-y 18 GATGATCTCGATGTAGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8906-x 18 GTTTGGCTGGGGCGGCAT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-4971-x 19 GTGGATGAGCTTCTCAGTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4922-y 19 TCTATAGAACTGTCCTATT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7074-x 18 TTGGAAGAGGCTAGGACT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3534-x 18 GTTGTGGGTTGACATTGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-944-y 18 ATTTATTGGATATCAGAT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1765-x 18 CGGACCGCAGCCCTGCGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4717-y 18 ATGGGTGGCTCTGGCCTA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2069-y 19 AGGCGCTCGCAGCCGTGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6994-x 18 CACAAAGGTGGGCTAAGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2024-y 18 ACATCACCTACGTTCTGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7475-x 18 CCGCCGCCGCCGCGCCTA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1463-y 18 TATCATGCTTTGATGAGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6359-y 19 ATGTTGCGCAGCGTCAGAA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3280-x 18 ACATCCCGGTGGTCATGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9046-x 18 AGCTGTTGAAGAACTGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5429-y 18 ATTCATCCTGGAGGACCT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7037-x 18 GCCACCGGAGATGATGGT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6309-y 18 CTTCATGTTCTTCTTCGT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6762-x 18 GGGCTATGGCGCAGCCTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2723-y 18 TCCAGTGGTGGACGTCTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-5352-y 18 ACCTGATGTACGACCTGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4970-x 18 AGCACCCGTTGCTGGCGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9551-y 18 ATCACAGCATTCTACTGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-990-x 18 ATTCACCGTTCTGCGTGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6865-x 19 ATGGGTGGCAGGGGAGGGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6121-y 18 GATGAACGACACTGAGGG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-8523-x 19 AAAGATGGTTATCGGTTCA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6785-x 21 GGAGGGCGTCGGTGATGGTGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-141-y 21 TAACACTGTCTGGTAACGATG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-9092-x 18 TGGCCATCGTGCCAGCGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4687-y 19 CTGGTGGAGGGGGAAGGCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2351-x 19 AATGGTGATTGTATTGTGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4481-x 18 GGAGTGGGCGGGTGGTGT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6367-y 18 TGAGACCCTGGATCAGAA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-8-x 22 CATCTTACCTTGCAGCATTAGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 



19 
 

miR-369-y 18 CTACAGGGTTGATCTTTT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-409-x 20 AGGTTACCCGAGCAACTTTG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8325-y 20 GATTGGCATCAGGGGGTCGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-608-x 18 CCAGGGTTGGGGTTGGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1298-x 19 ATTCGGTTGTGCAGATGTA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6493-y 18 GGGCAACCGCTCTGAGCG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2164-y 18 TTGTGCGTGACATCAAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8196-y 18 TAATTTTTCTTGGGGACT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7036-x 22 GGGGGTTCGGTGGGGAAGGGAC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2332-y 18 GGTTTGGGGTCTTGGAGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3200-y 21 CACCTTGCGCTACTCAGGTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7958-x 20 AAAGTTATGGGGTCAAAAAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1586-x 19 GTCTGCTGCGGGTGGGTGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3496-x 19 ACGGCTTCGGGACGTTTGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3775-x 19 GGTGGATGAGGAGGTTGTA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2808-y 18 CGAGGAGATCCGGTGAGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2201-y 18 ATCTGTGGAAGCTGGAGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2229-y 18 GGAAGACAGAAGAGTACT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-2510-x 18 AAAACAATGGATACTAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-551-y 18 CAAACTTGGTTTCAGTGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1331-x 19 ATCGGGTGGGAGGGTGGTG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7379-y 18 ATCTGGATGCTTTAATGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-752-x 18 CCAAAGTGATGCTGAATA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-504-y 19 AAGGGAGAGCATGGGAGGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9099-y 18 GCAAGCAGGTCTGGAGAA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2042-y 20 CATTGAGGATTGATGAAGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6365-y 18 TTTAATTTATTTGTTGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-421-x 18 TAATTGTTTGTTGATTGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-584-x 19 GATGGTTTGGCTGGGACTG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-8343-y 18 TGGGCCGCTGTTGACCGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7945-y 19 TCAAAGGACCTTCTTCAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7943-y 18 GGTGGAATGTGTTGTGTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6739-x 18 TGGGCAAGAGAAAGAAGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9193-y 18 CTCAGGGACTCCACGAGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2532-y 19 GGGCGGCGGTTGCCTATGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8489-y 22 CAAATTCAGAGGTAACGGCACA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7914-y 18 TGATGAAAAGAAGAAAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-612-x 18 CTGGGCAGGTCTTCTGTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7429-y 19 CATTTGGACTGGCTGCATG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2979-x 19 TCCAGAATCTTTCAAGTGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-2387-x 18 AAGGCCTGCCTCTGCAGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7248-y 19 CAACCGGACCACGCTCGGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8240-x 18 TGGGGGAGCGTGTGGACG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5326-y 18 CAGACGTAGCAAACAAAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3944-y 19 TTTCGGCCTGGCCTGTTGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1258-y 19 GGGGAATTAGCTCAGCGGT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-196-y 19 CACTCAGGAACATAAAACT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9079-y 20 CAGTTCGTCATCAACCTGCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8358-y 19 TGCCCGGATTTCTGGAAGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7215-x 19 CTTCATGTCCATGCTGAGC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-8163-x 22 TTTCTGACCATGAGACCTGGGT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3160-x 18 GGGCTTTGTAGTCTCACC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4602-y 19 ATTCACATTTTTTGAAGGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-2962-x 18 GAGGAGCGTCGAAGGGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2978-x 18 TGGGATGGGGAAGGGCCG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-5130-x 19 TTGCAGCGCGCGGGCGAGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6891-x 18 AAGGAGGAGGAAGAGGGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-749-x 22 GCCCGGATGAGCCTCGGTGGTC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8448-x 20 AACGACGTCGAATTCCGGCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1287-x 18 GATCCGTGGTTCGAGTCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3297-y 18 GCAATATTTGTAACTCAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7552-y 19 ATATCTTGGAATTATTTGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2131-x 18 ATGCAGAAGAGCAAAGAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 
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miR-6946-x 18 ACAAGGGAGAGCAAGAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3812-y 18 GCTCATCATCATTTAGCA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2785-y 19 ATGCAGAGCTGAACGAGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2767-x 18 AATCTCGTGCGGCTTGAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1830-y 20 GCCTAGGAAATGAAAAAACC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1600-y 18 CTGGGCTGACTACTGAGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1229-x 18 GGGTTAGGGTTTGGGGGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-4713-y 19 AATGCGATCAAGACAGTGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7144-x 21 ACTTTCCCGGAATTTGAAGCG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6048-y 18 ATAGGCGAGGTAGACCGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-962-x 18 GAGAAATTGTTATTGTCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-599-x 20 GTTTGATAAGCTGATAAGGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8213-y 18 CTTTTGCTCGGTGGAACA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6826-x 18 AATGGGAAAGAGGTGGGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3211-y 18 GGTCAGCGGTTAGTCCGG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-9001-x 18 CAGTCTGCCGGCTGTGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9232-x 18 TTAGATGTTCTGGGTCGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-723-y 22 AGACATCAATTAAATCTGTGCT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2115-x 18 CATGAATCCTCATGGAGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6121-x 18 CCTCGGAGCGCCCTCGAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2295-y 18 GTCGGGGTGGGAAAAAGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3588-y 18 AAGTTGGGGTCTCAGGGT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3549-y 22 TCATCTCGCCCGCAAAGACCCA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-705-x 19 AAGGTGGGAGGTGGGGAGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-9790-y 18 CGAGAATGAGGTCGGACA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7318-y 19 GGTATAGAAATCTGAGGTC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-2518-y 19 GCAGCGGGTCGATCTGGGC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8457-x 19 GGGGTGGATATGATCGGTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5009-y 19 TATCCTAAGTCTGAAAGTT 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-5964-y 19 CTATCAACTGTCGACTGTC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1391-y 18 ACCCGGTCGTGGCGCTGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6334-y 19 CAGGTTCTCCCAGCCGCCG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9246-y 18 CTTGCAAGTTTCGTGGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2344-y 18 ACGAAGATGGCGGATCAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1469-y 18 CGGCAACATGGTCGCGAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4685-y 18 CTCCCCTCCTGCGCTGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7028-x 18 TGAGGATTGGGCCAGGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1252-x 19 AAAGTAGGATATTGAATTC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-745-x 18 CTGGCTCTGGGCTGCAAG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1667-x 18 CGAGATTCTGACAAAATG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3185-x 19 AGTCGGTCGGTATGCGGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1273-x 21 ATGATGTTGAGGCTGCAGTGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8271-y 19 AGGATAGATAAATGATAGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5356-y 18 ACTCGCGAGGTGGGAGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6758-x 19 AGAGAGGGGAGGGATGAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-279-x 19 TTAGTGGCTGGGGCTCCAG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-517-x 18 TCTAGTTGGAAGCCCTGT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-4596-y 18 TTTTGGGACAGCGTCAGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-7178-y 18 AATTCCTGATCCTCTTCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9070-y 18 AGATAAGGTTGTGTTCCA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-267-x 19 CAGTGAAGTGTCTGCGGCA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7230-y 18 TGGAGTTGAGACTGTCAA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3870-x 18 ATTCGCGGTACAAGAGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8100-x 18 AGGAGGAAAGGGTGTAAG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-9771-y 18 GCTATGTCATGGTTTTTC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8807-y 19 CGTGCTCTGGCACCTGGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2542-x 18 TTGCTCGGGCATTTTTGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1833-y 18 AGAGGCTTGCGGAATAAG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-452-y 18 TCTGCAAACACGTAAGTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2988-x 18 TTTCTGGAGCGAGGCTGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4524-x 18 AGCATCAGCCTGTGTCAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7256-y 18 CGGGACAAAGAGAAGAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6917-y 19 CTGTCTCTTCTGTTCCCAC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 
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miR-5905-x 18 AAAGGCTGAAGGTTTTAG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-307-x 18 AAGGAGGTTGTGATGGCC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8445-y 18 GGTAGGAAAATTAAGGTT 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6347-x 20 GTGCGGCTGGCTGGACCTGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7346-y 19 TCGCGCGGCTGCGCTCCCG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8969-y 19 TGGGCTTTCGGTGCTTATG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3692-x 20 CTGCTGGTCAGGATTGGAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5867-x 20 ATTATTGATCATGAATGAAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9196-y 18 CGGCTGCTGGTGTCTGGC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-660-x 21 TACCCATTGCATATCGGAGTT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8249-x 18 TCCTCGTCGCCTTGTTCG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4868-x 18 TACTGGTGATTCTGGATA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-9316-y 18 CTGACCCCGACCGGCACG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6890-x 18 GACATGGGGTAGGGCAAA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-9069-y 18 TGCACGGTGCTGTTGTCG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7310-x 18 AATCCAGTAAGAGGGTGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3176-y 20 ACTGGCCTGGGACTAGAGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8989-x 18 CTGGTGGCTCTGCTGCAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4858-y 18 TTCGAGGTCGATTATGTG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-4477-y 20 TGCTATGAAGGACACTTGTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9164-y 18 TGGTTCTGCTCTGTGGCC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1770-y 19 GTGGGAGGAGGGATGGGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2836-x 18 ACATCCCGCTGGAGTCGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7317-y 18 TCTTTTTGTGGATCAGGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2179-x 19 GGCATAAATATTTATATTT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5092-y 19 ATCCATGCTGAGCTTTGCA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6889-x 19 CGGCGAGGCTGGGGTCCGG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6119-x 23 AGAGGTAAAAAATTGATTTGACT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9214-y 19 TCTCTGTTAGCTGGGGCCC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-9230-x 18 TGGGGGTGAGTTTCTGGG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-2047-y 18 ACATCTGGTCGGCGAGTT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8539-x 21 AGTAATTTCCAGATAAACGTA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2180-y 20 ATGGATTGTGATAAGGTGCA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6122-x 18 CGTGCTTTATCCAGTGCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5860-y 18 TTTGTTTGTGATAAAAGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2184-x 21 AACAGTAAGAGTTTATGTGCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8065-y 18 TAGAAACAGTTGAATTCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2517-y 18 TTTGGTGGAAATGAAAAC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8081-y 20 CTTGAGTCGTGGCTTTCGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9233-y 18 TCTCAGAAGAAGCAGGAG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6481-y 23 AGCACTGAATATGCTTAGATGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1911-y 18 CCAGGCATTGTGGTCGCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8540-x 18 GTTATAGTTATTTGATGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9860-x 18 TCGAGGGCTTGGACCGCG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3718-x 19 TTCTTGGGTCAGGACAGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8435-x 20 GTAAAATGATTTTAAGTTAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8950-x 18 TCGCCTTTGTCCTGGGGT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4686-x 18 CTGCTGGCCTATCTGGTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6620-x 20 ATCGAAGCGGTGCGCACGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5548-x 18 CGCAGTCTCCACGGCGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7252-x 18 GGATGAAGAAAAAGGAGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4944-x 19 ATTCTGCTTCTGCCGGTGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-483-y 20 CTCCTCCCCTCTCGTCCTCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8915-x 19 GCCTGGATGCTGCGCAGCA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7170-x 20 GAACTGCTGGAGGACCGCTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-282-x 23 TAGCCTCTCCTTGGCTTTGTCTG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6008-y 18 TTGCCACGCTCGCGGAAC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8337-y 18 GGTTCGATCCCTGTTACT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-300-x 18 CTTGAAGAGATGTCATCC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-871-x 18 CTATTCAAATTGGTGACG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2412-x 18 CTCGGTGGGGAGAGTGCA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-329-x 18 TGGCGGTACTTGAGGATA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-345-x 19 GCTGACTCCTAGTCCAGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 
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miR-5859-x 19 GGGAGTGTTGGAGATCGGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4881-x 19 GCAGATATTTGCCAAAGTA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3613-y 18 CGTACAAAAAAAAAAGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8303-y 18 CTCAATGCACCGCGTTCG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3489-y 18 CAACAGATCGGGGACGGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9888-x 18 CATGCAAGTAGAACGGTA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2889-x 20 CCCGGTGCTGCCGCCGGCGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-795-y 18 ATCGTGATGAGGATACTT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7939-y 18 ATGAATGTGCTGGACGCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4053-x 18 ACGTGGTATGACGTCGTA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-458-x 20 ACCAATCTAAGAGCTATGAC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8064-x 19 ACACTGAGCGAGCTGACCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3665-x 19 CAGCAGGTGCGCGTCGGCG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7025-x 19 TGTGCTGATGCTGGTGGCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6545-y 18 CTGGAGGTGATTTTCTGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8285-y 18 ATGCCCTGACGCAGGATT 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7945-x 18 ATTAGGTCGGTTAAAGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-764-y 19 AAGGAGGCCATGGTGGCAA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7855-x 19 GTGCGGACCGCAAGCTCGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2893-x 20 TGGAGGAGAATGTCCGGGGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2681-y 18 TGTATCATCGAGTTGGTA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6953-x 19 ATGGGGCGGGGGCAGGGAT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-786-x 19 ATATCAGTTGGGGTATAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3474-x 18 CCTGGGATGAGATGTGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-4767-x 19 CCCGCGGTCGCTCCGGGCC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4769-x 18 TGGGATGTAGAGAAGGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-670-y 19 TTCCGCGTATCCATTCAGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-561-y 18 GTAAGATCCTTGAGGTTC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-7107-x 18 CGGGGGAGGAGCAAGGGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3818-x 18 TTTCGTTCCAGTGATACT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4928-y 18 ATCTGCTGTTGACATCTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-714-x 18 CGGGGGCCGGTCCGTCGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2997-y 18 GCTGCTTGGACATGTTAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9892-y 18 TTGCCTCGATTGTGGAAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-316-y 18 CCAGCAGAGAGGGTCAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7668-y 18 GTGCAGGGGTTCCAGAGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-2270-x 20 ATTGTGAGAGATTGAAGTGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8457-y 18 CATCACCGGGTTTTTTTT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5854-y 18 TAAACTAAAAAAAATTGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1291-x 18 GGTGGCCGTCACTGAAGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6952-y 18 CTGAATCTGCCGCCCACA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5004-y 19 CTTGGATTTTCATGGGTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3334-x 18 CCAGAATGAAGGAAGGGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8911-y 18 TGGATGTGGACGATGGCA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6489-x 18 GCACCGGGCTGGCGCTCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-5623-y 18 TGGTTCTGGCTTCAAGCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8923-x 18 ACGCTCGTGGTCTGGAGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6634-x 19 CACCGGGTTCTGAAGGAGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4302-x 18 AGTTTGGCTCAGCGCGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5325-x 18 AAAACAAGGCAGAAAGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1956-y 18 TCTGGCTGGCACATGGAC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-627-x 20 GCGTCTGTAAAAAAAGAGGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3324-x 18 ATGACCCCTGAGTGACTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5585-y 18 AGTAGCTGGGACTACAGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3789-y 21 GATCTGGTGATCGGTGCGGTG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-7065-y 18 TATTGGTTTTCCTGTTGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4107-x 19 TATCTAATTAATTGTTGGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-32-y 18 CAATTTATTATGTGTGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7157-y 18 TGTGGTCCTGGATGAAGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6832-y 19 TGACCCCTTTTCTCTTTAC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-1183-y 18 AGCTGATGGTGAGAGGGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-60-y 18 ATATTAGGCACATGTTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6956-x 18 GTGGGTGGGAATGGTCTG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 
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miR-995-y 20 AGCACCACAGGATTCAGCAT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2976-x 18 AGCGGAGGGAAGCGGGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7895-x 19 GTTGGATGAATGAATTGTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4507-y 22 GCTGGGCTGGGCTGGGTTGGGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-980-x 19 TTTTCTTTTGGCGTGGCTG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7790-y 19 AGAAAGAGGGAAAAGGAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8501-y 19 TTGAGTTCACCTGAAGTTG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-9828-y 19 GGCTTCAGGCCGGTCGATC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6532-y 18 CAGGGCGTACAGGAAAGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6017-y 18 ACTAATCAATTTCAATTA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-550-y 19 TGTCTTACTCCCTCAGGCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1806-y 19 CAGGATCACAAGGTCGGGC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4832-y 18 GTCAACGAGCCGTTTGCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6786-x 20 TGCGGTTGGGCGGGAGGGGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3830-y 18 TGGCCTCGGTCGGGCTGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2196-x 18 GTGCTGAGATTTGGGACC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7266-y 18 CTTGGGATAGCTCAGAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3752-y 21 GTGGAGAAGGTTTCCTTGCGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6815-x 18 TGGTGGCGTCGGAGGAGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-4753-x 19 ACAATGGCAAAGGAAGAGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3680-y 19 CTTTTGCATGAGCCCGGGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-663-x 18 GACCGCCGCGGGACCGCC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3173-y 18 GGGGGAAATAGGCAGGAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8928-y 18 GCCCCACCGCGAGCGGCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3888-y 18 CGCGTGACGTCGTTAACG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-4609-x 18 GGAGTTGATCGCCCGTGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-1617-y 18 TCAGAGGCGTTGAGATAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1659-y 18 TGGGCAGAATGAAGGATT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-268-x 18 ATTAGGAGCCGTTTGGTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2324-y 19 TTTGGGGTTGTGGGAGTGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-676-y 18 TCTGAGGTTGTTGAGATG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6128-y 18 TGTAATTGGAGGCAAAAA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-3836-y 18 CGCTGGGCATGGTAGACT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8075-y 18 GCAGATGTCGGCTCCGCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8987-y 20 TTGAAGGCGTCCATGGGGCC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-5196-x 20 AAGGGGCCGTGGGTTGGGGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-9197-y 18 ACGCTTTCATAGTTTGAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1002-x 18 AAGTAGTGGCTAGAAAGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2023-y 18 TGTACAAGTGGTAGGGGA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6872-x 18 CTTGCATCAGGAGGGAAG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-1896-y 18 TCTGATGGGGGGTGGGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5862-x 19 GGTTTGCTGGAGGTCAGGG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3073-x 18 TTCACAGTCGGCGCCAGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8808-x 18 ACGAACAGAGCCGCGTCG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1343-y 19 CCCCCTGGGGCCCGCGCTC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2201-x 19 CTCAAGAAGCTGGTGCTGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5124-x 19 TCAAGTGACTAAGAGCATG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1338-y 21 ATCCCAGGTTCGTCAGCCCAT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2704-x 18 CAAAATTGAGCGGGGTTT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3272-y 18 CAGTTATCTTAATGGGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9875-y 19 TCGGGGGAAGAGGAAGGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7404-y 18 AAGACGGCGCTGGACGGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-4526-y 20 CTGACAGCCGGGCTGGCGGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6559-x 19 ATTGGGCGAAAGAGTCATT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5935-y 18 AGGGATCGTGATGTGGCG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1584-x 18 CGTGGGGCTGGGCGGGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6970-x 18 CAGGGGTGGGTGCAGAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-42-x 18 TTTCTTTTTCAGTGAAGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6740-x 18 GTAGTTTGGGATGGAGAG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6788-x 18 CTGGGCGAGGAGTGGTGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6637-y 19 CTCGGCTGTGCCTGCAACC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3085-y 18 ATCTGGCTGATATGGCCC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3425-x 19 ATTTTTACCCTCCTTTGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 
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miR-6837-y 18 TGACTGTGACTCTGGTGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6408-y 20 CATGGGCTTGTATGGGTTGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3326-x 18 TTTTGTGGTTGTTGTGAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6657-y 19 CGCGGTGGGAGAAGGGTGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6606-x 18 AAGCGGGAGGAGCGGAAG 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6746-x 20 GGGAGAAGGAAGTGGCCGGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8069-y 19 AAGGATGGTTTGGGGCTGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4128-y 18 TTTGAGGTAGAGCTCGAG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2441-y 19 AGGACGGGACAATGGGAGG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2393-y 19 TTTTTTTGTTTTCTTTGGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2548-y 18 CGTCAGCTTCCAGCAGGT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3187-x 19 GGGCGGCGTGCGGCTGAAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2551-y 18 CCTTGATTTGATTTTCAG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3617-x 18 AACATGGTTGCAAGATGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-548-y 22 CAAAAACGACATTACTTTTGCA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-770-y 18 GCTTGACGCGGAGCTGGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1759-y 19 GTTCCTCCTCTCCCATCCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3113-x 18 GTCCTGGCCCTTGTCGGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7079-y 18 CCTGACATCTGTTCTCTG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4706-x 19 GGAGCGGGGACGAAGTAGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8209-x 19 CGAGGAAAGAAGAAGAAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2544-x 18 CTCTCGGGTATATATGCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-356-y 19 TTCGCGTCGCTCAACAACA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-73-y 18 AAGCTATTGGCAGTCGCA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7143-y 18 GCACTTGATGATGAGACT 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-1583-y 18 TAGCGCCTTGGGACGGCA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-57-y 19 CAGGAGCTAGACTACGAGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-7238-x 18 ATGCGGATGCGGCGCGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7213-x 18 TGACTCTCTTGAGGTAGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3806-x 20 TTTCTGTTCCAGGATTGCCA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-234-y 20 TTATTGCTTGAGAATACGTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3058-y 18 TTCCTATCTGCCGTGGGT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1500-y 20 TTGCTAAGGCTGTCATTGAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2207-y 18 ACAGGCTCAATACACAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3758-x 20 ATATGACCTGGACCAGATGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-2768-y 18 AAGTGGTTATGATATTGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-740-x 19 AAAAATGGTATGGTACAGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1452-x 18 GATAAGAAAGATGATATT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-8993-x 18 CCTGCATGGTCAAGGTCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-15-y 19 CCAACCATCGTGGGCTGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5787-x 19 CTTGGGCGCGGGGAGGGGC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-5469-x 18 TCTTTTGGTTTTCAGGTT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-323-y 18 ATACTCGGTCGATCTCTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2455-y 18 CTCGGGGAGCCAGGGAGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3180-y 19 GTGTGGTGGAGCTTCCGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5403-x 20 ACGGAAAAGTGAGAAGGAAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2026-x 18 CAAATATTTACTGATGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1395-y 19 TCTTGAAGGGCGAATTCCG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2318-x 18 GTGTATGATGATTTATCA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2459-y 18 ATGACGGGAGCTGAATGG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-4136-y 18 ACTGAAGTATACTATGCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3528-x 18 ATGCCCGCGTCGTGTTGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2715-x 19 TTCCTCGTCGCCTTTTGCC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3922-y 19 CTTCTGGCCTTGACTTGTA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-2467-y 18 GGGCAGTGAGGCTTAGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7955-x 18 GTAGGCGGTGACATCTGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6056-x 20 AGAGGGACGAGGGGGGAGCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2048-x 19 TTTTGTTTTTGATGTCTTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4662-y 21 AATGATAGACATTTGGCTAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7026-y 18 TATTTCTGGTCTTGGCTT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8543-y 18 TCAACTTAGATCTTCCTA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-686-x 18 TTCCTGACGGTGAAGAAA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7459-y 18 GATAGTCCTGTATGAGTC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 
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miR-2415-x 18 TCGGTCGCGCCGGCCAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4432-y 18 GCAAAGACTCTGCAAGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4958-x 19 CTGGAACGGGCTCTAGTGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-467-y 18 CACATACAGACACATATA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7845-x 18 TAAGGGACAGGGAGGGTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7449-y 21 GAGGGTCGGACCAGATGGTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-497-x 18 ACCACAGTCTGTTTTGGA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-5120-x 18 CTTTGGGGCTGGGGTACC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-1738-x 18 ACTGACTTCTTAGAGGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5088-x 19 CTCAAGGATCGGATGGAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7470-x 18 CTCGAAGATCGTGGGCCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6880-x 19 GGTGGATGAAGAGCGCAGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6333-y 18 AGGCTGGACTCGAACACC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7308-x 18 GCGCGACACTCGTCAGAG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-7301-y 19 ATGCCAGTCGCGCTGGGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-147-y 23 AGTGTGCGGAAATGCTTCTGTAA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1794-y 18 ATGAACATCGGCAGCAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2807-y 18 CCAGCGGCATAGAAAATT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4891-x 18 AGCTGTTCGGCGACGGCT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5347-y 18 AGCGACGGTGTTGATTGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-9194-x 18 CTGGGGGGCGGGGGGGGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5129-y 19 TGAATGTGCCAGTGCATCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3827-x 18 TCATTGCGCAGCTGCGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7275-x 18 TTCACCTCTGAACAATCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3600-x 18 TTCTTCAGCTGCCAGCTT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3058-x 19 CAGCCAAGGCTTACCTGCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6873-y 18 CTCTCTGTCTGTCTCTGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3763-x 18 ACGAAAATATAGGTGGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6933-y 18 TTTTTCCGCTGCCGTCAC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2218-y 18 ATTTATATTTTGTAGTGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4746-y 18 GTGCTGCTGCGGACCGAC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6349-y 19 TGGGGACTGTGGGAGGGGC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-659-x 19 CAAGATCTTCCCTGAACCA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3615-y 19 TCGCTCGTCTCCTCGCGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1772-x 18 ACCGCTGCCAGCGGAGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8364-x 18 ATTTCTCGGGCTCACTCA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-784-x 18 GCGCAATACCTGTATGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3340-y 18 ATACGGCTACGATGACGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-3116-y 18 CTTGAACATAGTAGGGGC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-3531-x 19 GTCCTTGTTTTGGTTGTAA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8304-x 18 ATCATCAAGATTAATTGC 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7881-y 18 CAAAGAAGGAACGGGGTT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1769-y 18 GTGTGAACTATGCCTGAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5958-y 18 TATCGCCGGGTACTTTGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6405-y 18 AAATGGGAAGCAGAGGGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-584-z 18 CTTGGCTGGGACTGAGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-9334-y 18 GGTGGAGCCCGAGCGGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-9056-x 18 GGGACCGAGGCGCGGAGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-987-x 18 TACAGTAAATAGTCTGGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-76-x 19 CTTCTTGATGTCGAATAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7216-x 19 GGAGAGATGGCAGAGGACT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1633-x 18 CGCTTCAGCTCAGCTGGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4642-x 19 GCATGGCATGGTCCTCTGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-6567-x 18 CCGAACTGGCGGTGCGCG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3141-y 18 GGGCGGGTGGAGCAGGAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4508-x 18 GTGGGGCTGGGCGTGCGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3867-x 18 AAAAGTGGAAGCAGGGAA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-2504-x 18 TCAGGATGAAGATTAAAT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8503-x 19 GCGGCGAGAGAAAAAGAAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1354-x 18 ATGGGGATGATGTCCTGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7116-x 18 TTACATCAGGAAAAAAAA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-8904-x 18 TCACCAGCGCCCCGGGGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-6908-y 18 CTCCTCCTTGTGCTGGCA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 
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miR-2513-x 18 TGTAAAGCACTTTCAGAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-9865-x 20 ATTTATTTGGTGATTGTGTA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-5924-y 20 CAACGTCTTCCAGCTGTGCT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2226-x 18 AATGACACGGAAGAATTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-1494-x 19 GGGAGGACAGTGTTTGGTG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3270-x 20 ATGGCATTTTCCTAAAACGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8298-y 18 ATGCGCCTCTGATTGAGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-4466-x 18 GGGGGCGGACCGGCGGGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3415-y 18 GCCACTGTAGCTCAGTCG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3113-y 18 TCCTGGTCCCGGTCCTGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8432-y 18 ACCTGGAACCGAACGCCT 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7550-x 18 CTCCGGCTCGAAGGACCA 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-8895-y 18 GGTGAGGTCACTGAGAGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-589-x 18 ACCATGTCTGATCCGACC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7288-x 19 GGTACTGGCTGCGCTGGAC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7860-y 18 CTGGAGCGGCTGAACAAA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-8093-x 18 ATGGAGAGCAGAGCATGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-337-x 20 CGGCTCCATACAGGAGGTGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3395-y 18 TGCGAGTTCGGCGATGTC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-21-y 21 CAACACCAGTCGATGGGCTGT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3559-y 18 GGAGCACTGAGTCTGTCG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7686-x 18 TGGAGCTGGGGTTGGGCG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3127-x 18 ATCAGGGCGTGTGGAATG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3570-x 18 ATCGACGGTCGCTGGTTT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-706-x 18 GAGAAACCCTGTCTGAAT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-3560-x 19 TCCTTGCCCGGGTGTATTT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-5876-y 18 AAGTGAGGGATAAGATGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-1678-y 19 TTTGGCAAAGACAGAAAGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-4558-y 18 CTGGCAGTGAGGCTATGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4638-y 18 CCTGGAAACGGCTCAGCC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-3890-x 18 GAGCAGGTGGATCTGCGG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-7309-x 18 AGGGATGTGGAGCACAGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5355-y 18 CCTTAAGCTGTTTAGAAT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1233-y 18 GCCCTGTCCTCCCGGAGT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1244-y 18 ATTAGTGGTTGGTTAGTA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9000-x 18 GCCCCAGTGGCGCAATGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-3915-x 18 CAGGAAATGATGGTCTTA 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-1547-y 19 ATCCCTGTTTTGATCATTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-8347-x 19 ATTCCGCGCGACTCAAACC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7023-y 18 CTCACCCTGACTGCGGCC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-1456-x 18 GAACGGACTGAGGCGGCC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7429-x 18 TCCCTGTGGATGCTCCAA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8535-x 19 ATTGACTGACAGCAACTAT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9146-x 18 CCACTACGTCAACCTGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-9793-x 18 GGGGAAGTCAGAGGAAAT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-750-x 18 GCACTGGAAGATTTGGAT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-202-y 19 ATGGGCATAGGGCATGGGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-31-y 18 GCCATGCTGCATCTTGTC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6913-x 18 CTGGGAGATCAGTCAGGC 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-151-y 20 CTAGACTGAAGCTCCTTGAG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-5853-x 19 CTTTGGTGATGCAGGTGGA 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-6649-y 19 CTTTCTGGCAGTGCTGGGG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9895-y 18 GTTCGTTTCTCTTTTCGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-8932-y 18 TGTGCTGGGAGAGCCGGA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7400-y 19 CTCTGGACCTGCGGGATGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-5901-y 19 CGTTGTGGTCAGAAGGAGA 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-2454-y 18 TCCTTTGGTCGCTCTCCT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6080-y 18 TGTCTAGTGCGGACGCTC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-6497-y 18 ATCCGGCCGGTGGCGGGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-392-y 18 CGATCACCTGTGATGACA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-730-z 19 TCTCCTGATTGTGCATTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-2694-y 20 GCTTTGAAGGATTGTCCCTC 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6936-y 18 CCGGCCCGCGCGGGCGCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 
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miR-1357-x 18 ATTCAGAGATCTGAGGGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-9206-x 19 CCGCTGCAGGAGCTGGTGC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-335-x 18 GAGCAATAACAAAAAAAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-7880-x 18 ATGGATCTGTCTGCAAAC 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-878-x 18 GAGTTGGTTGTCAAGACA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1231-x 18 GGGCGGAGATGCAGGAGA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-8364-y 18 AAGCCTGTGGAAAGAAGA 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-465-y 18 CTTGATCAGTGCCTGTCT 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-574-x 22 GTGTGCGTGTGTGAGTGTGTGT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-6597-y 18 GTGACGTAGCGGCCGGCC 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-3674-x 18 ATGGTAGAACCTGAGATT 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-7225-x 18 ACGCAGACTGTGTAGTAG 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-431-x 19 ATGCAGGTCGTGTTGCAGG 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-1262-x 20 GGTGAATTTGTAGTAGGATT 2 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

miR-6132-x 18 CGCTGGGCTGGGGATTGC 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-9328-x 18 TTCCTTCCTCGGCCTCGG 2 0 0 0 0 2 0 0.01 0.01 0.01 0.01 1.0035 0.01 

miR-541-y 19 CTGGGCACCGAATCCGGAC 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-7551-y 19 CGGGGGCCTGAGTCCTTCT 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

miR-4651-x 19 CGGGGTGGGTGAGGTGGAG 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-6516-x 18 CTATGCAGAAACAGGGGT 2 0 0 0 2 0 0 0.01 0.01 0.01 2.0328 0.01 0.01 

miR-1665-x 20 GCCCAGGAGCGCTGCCGCTG 2 0 0 0 0 0 2 0.01 0.01 0.01 0.01 0.01 1.1983 

miR-4652-x 18 CGAGGTCACTGGTTAATA 2 0 0 0 0 0 0 0.01 0.01 0.01 0.01 0.01 0.01 

miR-9799-y 18 ATTGCCTTGATCGTATGG 2 0 2 0 0 0 0 0.01 6.3671 0.01 0.01 0.01 0.01 

miR-629-x 19 TGGGTTTACGTTGGGAGAA 2 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

novel-m0001-5p 24 ACCCTGAGACCGTTTAACTTGTAC 56570 135 501 12443 3292 8818 8242 421.9396 1594.9573 5980.6445 3346.0113 4424.2748 4938.3071 

novel-m0155-5p 22 TTGCGTAGGGCTATAGCATATT 11812 909 1977 3900 887 759 779 2841.06 6293.8733 1874.5088 901.5529 380.8148 466.7485 

novel-m0001-3p 22 ACAGGTTACGGTCTTAGGCACA 7683 15 118 2036 833 684 1088 46.8822 375.6586 978.5897 846.6669 343.1848 651.8901 

novel-m0087-5p 23 TGTACGAACAAGTGGCTGTCGGT 4276 74 180 973 320 513 583 231.2854 573.0385 467.6659 325.2502 257.3886 349.3124 

novel-m0087-3p 22 TCCGCGATCACTTGTTGTATGA 1037 6 31 229 62 99 148 18.7529 98.69 110.0673 63.0172 49.6715 88.6762 

novel-m0073-3p 22 AAATGTAACAATTATTATGGGA 797 0 66 72 112 98 81 0.01 210.1141 34.6063 113.8376 49.1698 48.5323 

novel-m0026-3p 22 AAATGTAACAATTATTATGGGA 797 0 66 72 112 98 81 0.01 210.1141 34.6063 113.8376 49.1698 48.5323 

novel-m0014-3p 22 AAATGTAACAATTATTATGGGA 769 0 63 68 110 98 77 0.01 200.5635 32.6837 111.8048 49.1698 46.1356 

novel-m0112-3p 22 TTCGACTTGTTTCTGGTTGAGG 710 23 29 363 68 46 42 71.886 92.3229 174.4735 69.1157 23.0797 25.1649 

novel-m0142-3p 22 AGTGGGAGCTGTAGTAGTACTG 554 40 28 92 91 49 77 125.0191 89.1393 44.2192 92.493 24.5849 46.1356 

novel-m0056-3p 22 AATGTCTTACCATTATGTGGGA 541 14 10 117 54 68 51 43.7567 31.8355 56.2353 54.886 34.1178 30.5573 

novel-m0081-3p 22 AATGTCTTACCATTATGTGGGA 541 14 10 117 54 68 51 43.7567 31.8355 56.2353 54.886 34.1178 30.5573 

novel-m0101-5p 22 AATGTCTTACCATTATGTGGGA 541 14 10 117 54 68 51 43.7567 31.8355 56.2353 54.886 34.1178 30.5573 

novel-m0060-3p 22 AATGTCTTACCATTATGTGGGA 530 14 10 115 54 68 49 43.7567 31.8355 55.274 54.886 34.1178 29.359 

novel-m0079-3p 22 AATGTCTTACCATTATGTGGGA 530 14 10 115 54 68 49 43.7567 31.8355 55.274 54.886 34.1178 29.359 

novel-m0171-3p 22 AATGTCTTACCATTATGTGGGA 530 14 10 115 54 68 49 43.7567 31.8355 55.274 54.886 34.1178 29.359 

novel-m0017-5p 23 TGACTAGTCTTTCATTTTCAGGG 470 12 15 155 31 37 47 37.5057 47.7532 74.4997 31.5086 18.5641 28.1607 

novel-m0111-3p 21 AATGTAACAATTATTATGGGA 378 0 35 26 58 37 40 0.01 111.4242 12.4967 58.9516 18.5641 23.9665 

novel-m0090-5p 21 AATGTAACAATTATTATGGGA 378 0 35 26 58 37 40 0.01 111.4242 12.4967 58.9516 18.5641 23.9665 

novel-m0009-5p 21 TGTGCTAGTAAGACTGATGAC 373 0 14 32 41 48 48 0.01 44.5697 15.3806 41.6727 24.0831 28.7599 

novel-m0132-5p 22 AACGCCGTCGAGTTCGCTATCT 336 5 20 75 30 56 34 15.6274 63.6709 36.0482 30.4922 28.097 20.3716 

novel-m0041-5p 24 TTGTTGGTTGCATCGTCTTGATGA 296 0 2 69 18 30 60 0.01 6.3671 33.1644 18.2953 15.052 35.9498 

novel-m0054-5p 21 TGAACCAAGCAATGGCTGGCT 267 17 17 56 23 17 25 53.1331 54.1203 26.916 23.3774 8.5294 14.9791 

novel-m0055-5p 21 TGAACCAAGCAATGGCTGGCT 267 17 17 56 23 17 25 53.1331 54.1203 26.916 23.3774 8.5294 14.9791 

novel-m0131-5p 22 ACCGGGACGTCGCAGGAGGAGC 254 54 12 35 35 24 18 168.7758 38.2026 16.8225 35.5742 12.0416 10.7849 

novel-m0120-5p 22 AGTCCGTTTTATGGTAGTGGTT 207 0 4 30 15 19 19 0.01 12.7342 14.4193 15.2461 9.5329 11.3841 

novel-m0119-5p 22 AGTCCGTTTTATGGTAGTGGTT 207 0 4 30 15 19 19 0.01 12.7342 14.4193 15.2461 9.5329 11.3841 

novel-m0144-3p 22 TGGACCAGAACTTGACTAAGCT 184 9 15 23 24 8 33 28.1293 47.7532 11.0548 24.3938 4.0139 19.7724 

novel-m0083-3p 23 CCGCCCAGCGCTGCTAGTGGTGC 183 5 0 11 11 53 28 15.6274 0.01 5.2871 11.1805 26.5918 16.7766 

novel-m0107-3p 20 CAAGAATGATGATTAAAAGT 139 2 23 32 10 3 10 6.251 73.2216 15.3806 10.1641 1.5052 5.9916 

novel-m0007-3p 22 TTGGACTTTGACACTGATGATG 132 6 2 11 25 17 11 18.7529 6.3671 5.2871 25.4102 8.5294 6.5908 

novel-m0089-5p 22 TCCCATAATAATTGTTACATTT 117 0 11 22 7 13 18 0.01 35.019 10.5742 7.1148 6.5225 10.7849 

novel-m0072-5p 22 TCCCATAATAATTGTTACATTT 117 0 11 22 7 13 18 0.01 35.019 10.5742 7.1148 6.5225 10.7849 

novel-m0027-5p 22 TCCCATAATAATTGTTACATTT 117 0 11 22 7 13 18 0.01 35.019 10.5742 7.1148 6.5225 10.7849 

novel-m0009-3p 22 TCTCAGACTTACTGGCGTGCGT 110 0 3 21 9 22 6 0.01 9.5506 10.0935 9.1477 11.0381 3.595 

novel-m0015-5p 22 TCCCATAATAATTGTTACATTT 106 0 11 20 7 13 14 0.01 35.019 9.6129 7.1148 6.5225 8.3883 

novel-m0159-3p 24 CTCTGCAGATCTGAGGAAAGTGTT 99 0 0 27 16 2 14 0.01 0.01 12.9774 16.2625 1.0035 8.3883 

novel-m0024-3p 24 CTCTGCAGATCTGAGGAAAGTGTT 99 0 0 27 16 2 14 0.01 0.01 12.9774 16.2625 1.0035 8.3883 

novel-m0048-5p 22 CAAGTGGGGGATCAGTTTATGA 97 0 8 21 5 16 13 0.01 25.4684 10.0935 5.082 8.0277 7.7891 
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novel-m0115-3p 22 CAAACTGCAAGAACTTTCTTTC 95 2 0 19 13 9 3 6.251 0.01 9.1322 13.2133 4.5156 1.7975 

novel-m0151-3p 24 AGCCTTGGCCGACAGGCCCGGGTA 94 10 3 4 4 3 0 31.2548 9.5506 1.9226 4.0656 1.5052 0.01 

novel-m0019-3p 24 TGGGACCACAAAACTTCAGTGATG 93 2 6 17 3 3 17 6.251 19.1013 8.1709 3.0492 1.5052 10.1858 

novel-m0112-5p 23 CAACCCGACACTAGATCGGAGCA 92 4 0 56 0 3 5 12.5019 0.01 26.916 0.01 1.5052 2.9958 

novel-m0132-3p 21 GAGACGACTCGTCGGTTGGGA 91 0 9 7 16 10 12 0.01 28.6519 3.3645 16.2625 5.0173 7.19 

novel-m0102-3p 22 TGGAAAGTGAATGCCGTCTGCA 87 0 5 11 10 13 10 0.01 15.9177 5.2871 10.1641 6.5225 5.9916 

novel-m0103-3p 22 TGGAAAGTGAATGCCGTCTGCA 87 0 5 11 10 13 10 0.01 15.9177 5.2871 10.1641 6.5225 5.9916 

novel-m0106-3p 22 TGGAAAGTGAATGCCGTCTGCA 87 0 5 11 10 13 10 0.01 15.9177 5.2871 10.1641 6.5225 5.9916 

novel-m0044-5p 25 AAATGCAGATGAACGTTTGAGATGG 84 0 14 21 20 9 0 0.01 44.5697 10.0935 20.3281 4.5156 0.01 

novel-m0022-3p 22 ATAAACTGATCCCTCACTTTGT 78 0 3 11 12 13 10 0.01 9.5506 5.2871 12.1969 6.5225 5.9916 

novel-m0157-3p 23 GACATTTTGGTTGTCTGTGGCCT 65 0 3 8 11 5 17 0.01 9.5506 3.8451 11.1805 2.5087 10.1858 

novel-m0047-3p 21 TAATGTCTTACTATTATGTGA 60 0 4 11 0 9 5 0.01 12.7342 5.2871 0.01 4.5156 2.9958 

novel-m0008-5p 24 TTGACCATGGTCAAGCTGGGTAGA 55 0 0 8 7 4 8 0.01 0.01 3.8451 7.1148 2.0069 4.7933 

novel-m0104-3p 23 TTCATTCTTTCTGTGGGTCGTGC 54 0 0 12 17 3 0 0.01 0.01 5.7677 17.2789 1.5052 0.01 

novel-m0085-5p 23 TACCGGTTTGGTTTTACTTTAGA 51 0 3 3 6 6 10 0.01 9.5506 1.4419 6.0984 3.0104 5.9916 

novel-m0051-3p 22 ATAAACTGATCCCTCACTTTGT 49 0 0 6 9 9 6 0.01 0.01 2.8839 9.1477 4.5156 3.595 

novel-m0052-3p 22 ATAAACTGATCCCTCACTTTGT 49 0 0 6 9 9 6 0.01 0.01 2.8839 9.1477 4.5156 3.595 

novel-m0043-3p 23 CAGAAGTGCCGTAACCTAGGACT 48 0 0 5 2 2 12 0.01 0.01 2.4032 2.0328 1.0035 7.19 

novel-m0012-5p 22 TCTTTGTGGATCACAGACTGCC 48 2 0 11 4 7 13 6.251 0.01 5.2871 4.0656 3.5121 7.7891 

novel-m0160-5p 24 TAATGGATAATGGCTTGGAATTGT 46 0 7 18 0 2 3 0.01 22.2848 8.6516 0.01 1.0035 1.7975 

novel-m0058-5p 24 TAATGGATAATGGCTTGGAATTGT 46 0 7 18 0 2 3 0.01 22.2848 8.6516 0.01 1.0035 1.7975 

novel-m0076-5p 24 TAATGGATAATGGCTTGGAATTGT 46 0 7 18 0 2 3 0.01 22.2848 8.6516 0.01 1.0035 1.7975 

novel-m0088-3p 22 GTCGCCCCTTGTTGGTGTTGGT 45 0 3 10 6 4 0 0.01 9.5506 4.8064 6.0984 2.0069 0.01 

novel-m0021-5p 24 TTAGGTGAGTTAGTCCCTTGCCGA 44 3 9 13 2 0 0 9.3764 28.6519 6.2484 2.0328 0.01 0.01 

novel-m0141-3p 24 TCAAGTTTTGGCAGGACTGTCCTT 44 8 0 2 0 14 15 25.0038 0.01 0.9613 0.01 7.0243 8.9875 

novel-m0016-5p 22 AAAGATCGGACATCATCAGTGC 42 0 2 6 8 6 5 0.01 6.3671 2.8839 8.1313 3.0104 2.9958 

novel-m0168-3p 20 TGGATTGAGGAATCGGAGAG 42 28 2 2 0 2 0 87.5134 6.3671 0.9613 0.01 1.0035 0.01 

novel-m0074-5p 22 TGATCTGTGCAGCTGAATGCCT 42 4 0 7 8 0 6 12.5019 0.01 3.3645 8.1313 0.01 3.595 

novel-m0038-3p 24 TTCAGCAACGGCGGTCGATCGTGG 42 0 4 10 9 0 6 0.01 12.7342 4.8064 9.1477 0.01 3.595 

novel-m0143-3p 22 ATTATTCTTTTTCTGACGATGC 40 0 0 3 9 4 7 0.01 0.01 1.4419 9.1477 2.0069 4.1941 

novel-m0105-3p 20 ATTTCATCGATTGTCGCCGG 40 0 5 14 0 3 2 0.01 15.9177 6.729 0.01 1.5052 1.1983 

novel-m0162-5p 22 AGAAGCCTATGCAAATGTTGGC 38 0 8 11 2 2 4 0.01 25.4684 5.2871 2.0328 1.0035 2.3967 

novel-m0164-5p 22 AGAAGCCTATGCAAATGTTGGC 38 0 8 11 2 2 4 0.01 25.4684 5.2871 2.0328 1.0035 2.3967 

novel-m0163-5p 22 AGCAGAATTAAAGCAATGTGTA 34 4 0 10 0 0 2 12.5019 0.01 4.8064 0.01 0.01 1.1983 

novel-m0046-5p 22 AGCAGAATTAAAGCAATGTGTA 34 4 0 10 0 0 2 12.5019 0.01 4.8064 0.01 0.01 1.1983 

novel-m0070-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0029-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0113-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0069-5p 23 TGGTATCCAACCTACTATGCAGG 33 0 2 5 7 9 0 0.01 6.3671 2.4032 7.1148 4.5156 0.01 

novel-m0114-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0126-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0100-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0125-3p 22 AAATGTAACAACTATTATGGGA 33 0 0 2 4 5 3 0.01 0.01 0.9613 4.0656 2.5087 1.7975 

novel-m0134-3p 22 CAAACTAACTGCATATATTTCG 32 0 0 9 4 2 4 0.01 0.01 4.3258 4.0656 1.0035 2.3967 

novel-m0124-3p 22 AAATGGAACAATCATTATGGGA 32 0 0 2 3 5 2 0.01 0.01 0.9613 3.0492 2.5087 1.1983 

novel-m0046-3p 23 CACATTCTTCCATATTTTGCTGT 32 0 0 8 0 3 7 0.01 0.01 3.8451 0.01 1.5052 4.1941 

novel-m0123-3p 22 AAATGGAACAATCATTATGGGA 32 0 0 2 3 5 2 0.01 0.01 0.9613 3.0492 2.5087 1.1983 

novel-m0163-3p 23 CACATTCTTCCATATTTTGCTGT 32 0 0 8 0 3 7 0.01 0.01 3.8451 0.01 1.5052 4.1941 

novel-m0122-3p 22 AAATGGAACAATCATTATGGGA 32 0 0 2 3 5 2 0.01 0.01 0.9613 3.0492 2.5087 1.1983 

novel-m0121-3p 22 AAATGGAACAATCATTATGGGA 32 0 0 2 3 5 2 0.01 0.01 0.9613 3.0492 2.5087 1.1983 

novel-m0095-5p 21 CTCGCGCCGTCGGCGGAAGGC 31 0 0 8 3 11 3 0.01 0.01 3.8451 3.0492 5.5191 1.7975 

novel-m0020-3p 22 TGCAATCATGGGAATTTTTGTC 31 0 0 9 9 0 3 0.01 0.01 4.3258 9.1477 0.01 1.7975 

novel-m0075-5p 23 TCTGGTATTGTAGTGTCTTGGGC 30 0 0 3 5 7 7 0.01 0.01 1.4419 5.082 3.5121 4.1941 

novel-m0039-3p 20 TTGCCATGGCGTATTTGGAC 28 9 3 3 0 4 3 28.1293 9.5506 1.4419 0.01 2.0069 1.7975 

novel-m0037-5p 21 TTGATCGGTACGAGAAGGTGA 28 8 5 0 3 0 7 25.0038 15.9177 0.01 3.0492 0.01 4.1941 

novel-m0033-3p 24 TAATGTCACGACCCAGGAGTAGCA 28 0 2 7 6 4 5 0.01 6.3671 3.3645 6.0984 2.0069 2.9958 

novel-m0031-5p 22 CGGCGCGACTGTCGACCGGGGC 27 17 0 0 2 6 2 53.1331 0.01 0.01 2.0328 3.0104 1.1983 

novel-m0007-5p 23 ACCATCAACGCAAGCGTCCAATC 26 0 0 7 4 0 4 0.01 0.01 3.3645 4.0656 0.01 2.3967 

novel-m0062-5p 23 TAATGAATAATGGCTTGGAATTG 25 0 0 9 5 2 2 0.01 0.01 4.3258 5.082 1.0035 1.1983 

novel-m0053-3p 21 AAGTCTCTTATATCCGGGTTT 25 0 0 6 2 0 2 0.01 0.01 2.8839 2.0328 0.01 1.1983 

novel-m0156-3p 22 TGGACATGTAGGTCTTGGTGTT 25 0 3 4 10 0 6 0.01 9.5506 1.9226 10.1641 0.01 3.595 

novel-m0099-3p 22 AAATGTATCAATTATTATGGGA 25 0 0 0 2 9 2 0.01 0.01 0.01 2.0328 4.5156 1.1983 

novel-m0098-5p 22 AAATGTATCAATTATTATGGGA 25 0 0 0 2 9 2 0.01 0.01 0.01 2.0328 4.5156 1.1983 
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novel-m0077-3p 22 TGGACATGTAGGTCTTGGTGTT 25 0 3 4 10 0 6 0.01 9.5506 1.9226 10.1641 0.01 3.595 

novel-m0061-3p 22 AGTTTGTGGAACTGCATTTTCA 25 3 2 2 2 0 7 9.3764 6.3671 0.9613 2.0328 0.01 4.1941 

novel-m0096-3p 20 AATGTCTTACCATTATGTGG 24 0 0 3 4 7 0 0.01 0.01 1.4419 4.0656 3.5121 0.01 

novel-m0127-5p 22 AAATGTATCAACTATTATGGGA 24 0 0 5 2 5 0 0.01 0.01 2.4032 2.0328 2.5087 0.01 

novel-m0140-3p 20 AATGTCTTACCATTATGTGG 24 0 0 3 4 7 0 0.01 0.01 1.4419 4.0656 3.5121 0.01 

novel-m0128-3p 22 AAATGTATCAACTATTATGGGA 24 0 0 5 2 5 0 0.01 0.01 2.4032 2.0328 2.5087 0.01 

novel-m0011-3p 20 AATGTCTTACCATTATGTGG 24 0 0 3 4 7 0 0.01 0.01 1.4419 4.0656 3.5121 0.01 

novel-m0045-3p 21 AATGTAACAACTATTATGGGA 24 0 0 0 6 2 3 0.01 0.01 0.01 6.0984 1.0035 1.7975 

novel-m0057-3p 22 AATGTCTTACTATTATGTGGGA 23 0 0 2 3 6 3 0.01 0.01 0.9613 3.0492 3.0104 1.7975 

novel-m0177-3p 24 TGTTAGGGTCCCAGCTATGGGCAA 23 6 4 0 0 0 4 18.7529 12.7342 0.01 0.01 0.01 2.3967 

novel-m0065-3p 22 AATGTCTTACTATTATGTGGGA 23 0 0 2 3 6 3 0.01 0.01 0.9613 3.0492 3.0104 1.7975 

novel-m0080-3p 22 AATGTCTTACTATTATGTGGGA 23 0 0 2 3 6 3 0.01 0.01 0.9613 3.0492 3.0104 1.7975 

novel-m0149-5p 22 AATTTGTGGATCTGCATTTTCA 23 0 0 7 0 3 2 0.01 0.01 3.3645 0.01 1.5052 1.1983 

novel-m0068-3p 24 TCTCTGTGGTGATTAATAGAGAGC 22 17 0 2 0 3 0 53.1331 0.01 0.9613 0.01 1.5052 0.01 

novel-m0110-5p 22 GTCCCATAATAATTGTTACATT 22 0 3 5 0 0 4 0.01 9.5506 2.4032 0.01 0.01 2.3967 

novel-m0129-5p 21 TCCCATAATAATTGTTACATT 22 0 3 5 0 0 4 0.01 9.5506 2.4032 0.01 0.01 2.3967 

novel-m0091-5p 21 TCCCATAATAATTGTTACATT 22 0 3 5 0 0 4 0.01 9.5506 2.4032 0.01 0.01 2.3967 

novel-m0097-3p 24 TCTCTGTGGTGATTAATAGAGAGC 22 17 0 2 0 3 0 53.1331 0.01 0.9613 0.01 1.5052 0.01 

novel-m0044-3p 22 CAACAGATGACCTCTGCACCGA 22 0 0 3 0 6 4 0.01 0.01 1.4419 0.01 3.0104 2.3967 

novel-m0035-5p 22 AATCCAGATGAAGCTGTTGCCT 21 0 0 3 2 6 4 0.01 0.01 1.4419 2.0328 3.0104 2.3967 

novel-m0146-3p 19 CAACATTTATTTCTGAGAA 21 13 0 0 0 0 2 40.6312 0.01 0.01 0.01 0.01 1.1983 

novel-m0084-5p 22 CATTCCATGAGGGGTGTAGTGA 21 0 0 6 0 3 0 0.01 0.01 2.8839 0.01 1.5052 0.01 

novel-m0131-3p 22 TCCTCCTTCGTCTCCCGCTTGA 20 2 3 6 0 0 0 6.251 9.5506 2.8839 0.01 0.01 0.01 

novel-m0043-5p 22 ATTCTGGTGGCTGTACTTCGGT 20 0 0 5 6 0 0 0.01 0.01 2.4032 6.0984 0.01 0.01 

novel-m0137-5p 22 AGCGAGATCTGCACTGGCGTGA 20 0 0 8 0 0 0 0.01 0.01 3.8451 0.01 0.01 0.01 

novel-m0178-5p 22 TAACCCGGATGTAAGAGAGTTG 19 0 0 4 9 0 0 0.01 0.01 1.9226 9.1477 0.01 0.01 

novel-m0003-3p 22 CCTGTGAACTTTGCGATTCAGC 19 0 0 2 8 0 0 0.01 0.01 0.9613 8.1313 0.01 0.01 

novel-m0053-5p 22 TAACCCGGATGTAAGAGAGTTG 19 0 0 4 9 0 0 0.01 0.01 1.9226 9.1477 0.01 0.01 

novel-m0042-3p 22 TTTTGGAATCGGTCTGTATAGG 19 0 0 7 0 4 2 0.01 0.01 3.3645 0.01 2.0069 1.1983 

novel-m0146-5p 23 TTTCAATGATGAAATGTTATTGA 19 0 0 7 0 2 0 0.01 0.01 3.3645 0.01 1.0035 0.01 

novel-m0148-3p 21 TGTGATTCTTATAGTCCTCAG 18 3 4 0 0 0 8 9.3764 12.7342 0.01 0.01 0.01 4.7933 

novel-m0067-5p 22 TTGACTCAATGTATTTGTTCCA 18 3 2 2 0 2 0 9.3764 6.3671 0.9613 0.01 1.0035 0.01 

novel-m0130-3p 21 TGTGATTCTTATAGTCCTCAG 18 3 4 0 0 0 8 9.3764 12.7342 0.01 0.01 0.01 4.7933 

novel-m0050-5p 23 TAATGGATAATGGCTTGGAATTG 17 0 3 9 0 0 3 0.01 9.5506 4.3258 0.01 0.01 1.7975 

novel-m0071-5p 23 TAATGGATAGTGGCTTGGATTGA 17 0 0 5 0 0 0 0.01 0.01 2.4032 0.01 0.01 0.01 

novel-m0173-5p 23 TAATGGATAGTGGCTTGGATTGA 17 0 0 5 0 0 0 0.01 0.01 2.4032 0.01 0.01 0.01 

novel-m0064-5p 23 TAATGGATAATGGCTTGGAATTG 17 0 3 9 0 0 3 0.01 9.5506 4.3258 0.01 0.01 1.7975 

novel-m0161-3p 22 TGACTAGCTGCTTGCTACGACT 17 0 0 2 0 4 5 0.01 0.01 0.9613 0.01 2.0069 2.9958 

novel-m0030-3p 22 CGCTTGCCCGGTGTCGCGCGGG 17 0 0 4 3 6 0 0.01 0.01 1.9226 3.0492 3.0104 0.01 

novel-m0153-3p 23 TAATGGATAGTGGCTTGGATTGA 17 0 0 5 0 0 0 0.01 0.01 2.4032 0.01 0.01 0.01 

novel-m0169-5p 23 TAATGGATAATGGCTTGGAATTG 17 0 3 9 0 0 3 0.01 9.5506 4.3258 0.01 0.01 1.7975 

novel-m0158-5p 23 TAATGGATAGTGGCTTGGATTGA 17 0 0 5 0 0 0 0.01 0.01 2.4032 0.01 0.01 0.01 

novel-m0108-5p 23 TTGCTTGAAAAGATTCTGATGCT 17 0 0 3 0 0 3 0.01 0.01 1.4419 0.01 0.01 1.7975 

novel-m0109-3p 22 TTTCGCTTGAAGATGGAACAGA 16 3 0 4 0 0 0 9.3764 0.01 1.9226 0.01 0.01 0.01 

novel-m0117-3p 22 ACAACCTTCAGTCAACTGTAGA 16 12 0 2 0 0 0 37.5057 0.01 0.9613 0.01 0.01 0.01 

novel-m0116-3p 22 TAAAGTACAAGATCAGTTGGGA 16 0 4 3 0 2 0 0.01 12.7342 1.4419 0.01 1.0035 0.01 

novel-m0010-3p 23 TTCCTCGTCGTCGTCGGAGGCGA 15 0 0 0 6 3 2 0.01 0.01 0.01 6.0984 1.5052 1.1983 

novel-m0025-3p 23 TTCCTCGTCGTCGTCGGAGGCGA 15 0 0 0 6 3 2 0.01 0.01 0.01 6.0984 1.5052 1.1983 

novel-m0145-3p 23 TGGCGAGGAGCCGGCCCTGCTGT 15 0 0 0 7 2 6 0.01 0.01 0.01 7.1148 1.0035 3.595 

novel-m0036-3p 20 ATGGGGTTTGGCGGATTTGC 15 9 0 2 0 0 2 28.1293 0.01 0.9613 0.01 0.01 1.1983 

novel-m0155-3p 22 TTATGCCCTAACCCTATGCATT 15 0 0 7 0 3 0 0.01 0.01 3.3645 0.01 1.5052 0.01 

novel-m0002-3p 21 CATGTTTTGATGGTCGTTCGA 15 0 2 3 5 0 0 0.01 6.3671 1.4419 5.082 0.01 0.01 

novel-m0152-3p 22 CAAATGTAACAATTATTATGGG 15 0 0 0 4 4 4 0.01 0.01 0.01 4.0656 2.0069 2.3967 

novel-m0118-3p 21 AATGTAACAACTATTATGGGA 14 0 0 0 4 2 0 0.01 0.01 0.01 4.0656 1.0035 0.01 

novel-m0063-3p 24 TAATTTCTTCAGTTTCCTCTGGTA 14 0 0 5 3 0 0 0.01 0.01 2.4032 3.0492 0.01 0.01 

novel-m0135-3p 24 TTCTAAGGCTGGAGTTACTGTACG 14 0 0 0 12 0 0 0.01 0.01 0.01 12.1969 0.01 0.01 

novel-m0136-3p 24 TTCTAAGGCTGGAGTTACTGTACG 14 0 0 0 12 0 0 0.01 0.01 0.01 12.1969 0.01 0.01 

novel-m0035-3p 23 CAGGCTGCTATTCTATCTGGTGA 13 0 0 0 0 2 2 0.01 0.01 0.01 0.01 1.0035 1.1983 

novel-m0018-3p 24 TTTATTTTGTTTTTGTCAGTGGAG 13 0 3 0 6 0 0 0.01 9.5506 0.01 6.0984 0.01 0.01 

novel-m0150-5p 22 CGGAGCCGTAGCGAAAGCGAGT 12 0 0 0 2 4 0 0.01 0.01 0.01 2.0328 2.0069 0.01 

novel-m0057-5p 18 CCCACATAATGATAAGAC 12 0 0 0 0 0 8 0.01 0.01 0.01 0.01 0.01 4.7933 

novel-m0092-5p 22 CCGCCCCCCGACCTGATCACTG 12 0 0 3 7 0 0 0.01 0.01 1.4419 7.1148 0.01 0.01 

novel-m0179-3p 22 TTCATCTTTGGTGTTACAAGGA 12 0 0 5 3 0 0 0.01 0.01 2.4032 3.0492 0.01 0.01 
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novel-m0028-5p 22 TATGAAAACTTGTTGGATATTG 12 0 2 0 0 3 3 0.01 6.3671 0.01 0.01 1.5052 1.7975 

novel-m0170-3p 22 TCTGTTTGTAGCAATGTGGTGC 11 0 0 3 2 2 2 0.01 0.01 1.4419 2.0328 1.0035 1.1983 

novel-m0147-5p 19 CCCAGCTTGAGAATCGGGC 11 0 0 0 2 5 0 0.01 0.01 0.01 2.0328 2.5087 0.01 

novel-m0059-3p 22 TCTTACCATTATGTGGGAGGTA 11 0 0 2 0 0 2 0.01 0.01 0.9613 0.01 0.01 1.1983 

novel-m0174-5p 24 CGAATTTGGTCAGTTTTATTTTTG 11 0 0 0 0 3 8 0.01 0.01 0.01 0.01 1.5052 4.7933 

novel-m0116-5p 24 TTCCGTCCTAATCTTGACTTTAAG 11 0 0 3 0 0 6 0.01 0.01 1.4419 0.01 0.01 3.595 

novel-m0082-3p 22 TCTTACCATTATGTGGGAGGTA 11 0 0 2 0 0 2 0.01 0.01 0.9613 0.01 0.01 1.1983 

novel-m0176-3p 22 TCTGTTTGTAGCAATGTGGTGC 11 0 0 3 2 2 2 0.01 0.01 1.4419 2.0328 1.0035 1.1983 

novel-m0020-5p 23 AGGGAATTCTTATAATCTGCATT 11 0 0 5 0 0 4 0.01 0.01 2.4032 0.01 0.01 2.3967 

novel-m0154-5p 23 CACATGCGAATACACACTGGAGA 11 0 0 0 0 3 2 0.01 0.01 0.01 0.01 1.5052 1.1983 

novel-m0078-5p 23 TGTTTGCCAAAGCTTGAGCAAGA 10 0 3 4 3 0 0 0.01 9.5506 1.9226 3.0492 0.01 0.01 

novel-m0093-3p 23 TCTACAGACCATGAGAACTTTCC 10 0 0 2 0 3 0 0.01 0.01 0.9613 0.01 1.5052 0.01 

novel-m0138-5p 22 TTAAATGATACCATGACTTATT 10 2 0 0 3 2 0 6.251 0.01 0.01 3.0492 1.0035 0.01 

novel-m0023-3p 24 CTTGACAATCTCCCGACCCCATCT 10 0 0 0 0 0 7 0.01 0.01 0.01 0.01 0.01 4.1941 

novel-m0040-3p 23 CGGTGTTCCTCACTCAGACAGAA 10 2 5 0 0 0 0 6.251 15.9177 0.01 0.01 0.01 0.01 

novel-m0049-3p 22 TTCCAGTCGAATCCATTACATT 10 0 0 3 0 4 0 0.01 0.01 1.4419 0.01 2.0069 0.01 

novel-m0175-3p 21 AGAACAAGATCAGTTGGGAAG 10 0 6 0 0 2 0 0.01 19.1013 0.01 0.01 1.0035 0.01 

novel-m0180-3p 21 TACCGGGGTGTTGCGATGAGT 10 5 0 0 5 0 0 15.6274 0.01 0.01 5.082 0.01 0.01 

novel-m0167-5p 22 GGTGCGCCGCGACCGGCTCTGG 9 2 0 0 0 0 0 6.251 0.01 0.01 0.01 0.01 0.01 

novel-m0119-3p 23 TCACGCCACTAAATACGGGCTTA 9 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

novel-m0147-3p 23 TTCGAATTGTAGTCTGGAGAAGC 9 0 0 2 0 0 0 0.01 0.01 0.9613 0.01 0.01 0.01 

novel-m0085-3p 22 AAAGTAAACCAAATCGGTATTT 9 0 0 4 0 0 0 0.01 0.01 1.9226 0.01 0.01 0.01 

novel-m0032-3p 22 AGATGAAGACGATGAGATGGAC 9 3 0 0 0 0 0 9.3764 0.01 0.01 0.01 0.01 0.01 

novel-m0005-5p 24 TCTTTTATGTGCGGGATAGGATAT 9 0 0 3 6 0 0 0.01 0.01 1.4419 6.0984 0.01 0.01 

novel-m0133-3p 22 TTCACACAAGTAGGAGGTTGAA 9 3 4 2 0 0 0 9.3764 12.7342 0.9613 0.01 0.01 0.01 

novel-m0175-5p 21 TTCCGTCCTGATCTTGACTTT 9 0 2 5 0 0 0 0.01 6.3671 2.4032 0.01 0.01 0.01 

novel-m0013-5p 23 CCCAGCTGCAGCTGCTGACCAGA 9 0 0 0 0 2 4 0.01 0.01 0.01 0.01 1.0035 2.3967 

novel-m0066-3p 22 AGTGTTGATTTCAATGTTCACT 9 0 3 3 0 0 0 0.01 9.5506 1.4419 0.01 0.01 0.01 

novel-m0004-5p 24 TCTTTTATGTGCGGGATAGGATAT 9 0 0 3 6 0 0 0.01 0.01 1.4419 6.0984 0.01 0.01 

novel-m0172-3p 23 TTTACAGAACTGGTTATTCAGGA 9 0 0 0 0 2 5 0.01 0.01 0.01 0.01 1.0035 2.9958 

novel-m0139-3p 22 GTTGAAGCATGTGCGAAAAGTT 9 0 0 0 0 0 4 0.01 0.01 0.01 0.01 0.01 2.3967 

novel-m0034-5p 23 TGGTCCTACTTCCAGTGTAAGGG 9 5 2 0 0 0 2 15.6274 6.3671 0.01 0.01 0.01 1.1983 

novel-m0166-3p 22 TCTACAGACTGCTGGCACCTTC 9 0 0 0 3 0 2 0.01 0.01 0.01 3.0492 0.01 1.1983 

novel-m0086-5p 23 TGGTCCTACTTCCAGTGTAAGGG 9 5 2 0 0 0 2 15.6274 6.3671 0.01 0.01 0.01 1.1983 

novel-m0120-3p 23 TCACGCCACTAAATACGGGCTTA 9 2 0 0 0 0 2 6.251 0.01 0.01 0.01 0.01 1.1983 

novel-m0094-3p 24 GGAACCCCGGCGGGTCGCCTCGGC 9 0 0 0 9 0 0 0.01 0.01 0.01 9.1477 0.01 0.01 

novel-m0006-3p 22 TCTACAGACTGCTGGCACCTTC 9 0 0 0 3 0 2 0.01 0.01 0.01 3.0492 0.01 1.1983 

novel-m0165-3p 23 TTTACAGAACTGGTTATTCAGGA 9 0 0 0 0 2 5 0.01 0.01 0.01 0.01 1.0035 2.9958 
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Table S3. 

The differentially expressed miRNAs. 

 
SJ1-1 SJ1-2 SJ3-1 SJ3-2 SJ1-

1_TPM 

SJ1-

2_TPM 

SJ3-1_TPM SJ3-

2_TPM 

control_mean treat_mean log2(fc) PValue SJ1-1 

771 4381 48435 52864 2409.744 13947.1213 24301.4006 31674.1892 8178.43265 27987.7949 1.774901534 0.002468574 771 

7 7 0 0 21.8784 22.2848 0 0 22.0816 0.01 -11.108629 0.046387317 7 

38 139 1464 1545 118.7682 442.5131 734.536 925.7079 280.64065 830.12195 1.564599298 0.004651454 38 

51 273 23 24 159.3994 869.1084 11.5398 14.3799 514.2539 12.95985 -5.310359905 0.02095477 51 

1111 1220 45059 15845 3472.4067 3883.9279 22607.5526 9493.7486 3678.1673 16050.6506 2.12557277 0.000527609 1111 

0 5 99 48 0 15.9177 49.6715 28.7599 7.95885 39.2157 2.300799461 0.011517265 0 

133 47 1965 4610 415.6887 149.6267 985.9038 2762.1446 282.6577 1874.0242 2.729011679 0.000473181 133 

21 87 2132 2339 65.6351 276.9686 1069.6931 1401.4439 171.30185 1235.5685 2.850562359 0.000271359 21 

27 36 448 605 84.3879 114.6077 224.776 362.494 99.4978 293.635 1.56128741 0.003779103 27 

11866 23295 556596 323745 37086.9289 74160.7373 279262.1526 193976.248 55623.8331 236619.2003 2.088792074 0.000474167 11866 

6595 25034 530663 367750 20612.5313 79696.9263 266250.7306 220342.446 50154.7288 243296.5883 2.278258454 0.000528952 6595 

387 4562 52300 36685 1209.5602 14523.3434 26240.5957 21980.3199 7866.4518 24110.4578 1.615874091 0.006802727 387 

20 6 0 0 62.5096 19.1013 0 0 40.80545 0.01 -11.99454614 0.008133291 20 

9 4 236 105 28.1293 12.7342 118.4088 62.9122 20.43175 90.6605 2.14966134 0.003383183 9 

2 195 0 4 6.251 620.7917 0 2.3967 313.52135 1.19835 -8.031370545 0.010694365 2 

2 4 366 467 6.251 12.7342 183.634 279.8094 9.4926 231.7217 4.609446052 1.30E-05 2 

0 4 53 38 0 12.7342 26.5918 22.7682 6.3671 24.68 1.954634066 0.021639977 0 

128 754 6028 8821 400.0613 2400.3948 3024.4419 5285.2229 1400.22805 4154.8324 1.569128469 0.005090362 128 

32 0 0 0 100.0153 0 0 0 50.00765 0.01 -12.2879331 0.030009172 32 

3 2 65 59 9.3764 6.3671 32.6126 35.3507 7.87175 33.98165 2.109999597 0.005496938 3 

20 143 3546 5600 62.5096 455.2473 1779.1425 3355.3166 258.87845 2567.22955 3.309865521 0.000215835 20 

27 31 2 0 84.3879 98.69 1.0035 0 91.53895 0.50175 -7.511273222 0.005330731 27 

37 4 0 2 115.6427 12.7342 0 1.1983 64.18845 0.59915 -6.74325268 0.029237826 37 

26 70 2220 728 81.2624 222.8483 1113.8456 436.1912 152.05535 775.0184 2.349633985 0.001114687 26 

5 16 0 0 15.6274 50.9368 0 0 33.2821 0.01 -11.70053075 0.014954145 5 

3 16 0 0 9.3764 50.9368 0 0 30.1566 0.01 -11.55825807 0.027770318 3 

22 2 0 0 68.7605 6.3671 0 0 37.5638 0.01 -11.8751273 0.017884422 22 

6 10 0 0 18.7529 31.8355 0 0 25.2942 0.01 -11.3045909 0.031823202 6 

754 1395 24180 21444 2356.6109 4441.0487 12131.8853 12848.4661 3398.8298 12490.1757 1.877683747 0.000682415 754 

24 139 3558 5630 75.0115 442.5131 1785.1633 3373.2916 258.7623 2579.22745 3.317239657 0.00014668 24 

11 5 0 0 34.3803 15.9177 0 0 25.149 0.01 -11.29628532 0.030289593 11 
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116 1860 13224 11082 362.5555 5921.3982 6634.907 6639.932 3141.97685 6637.4195 1.078949908 0.022296309 116 

56 18 3599 2295 175.0268 57.3039 1805.7343 1375.0807 116.16535 1590.4075 3.775144757 3.64E-05 56 

82 82 4128 3402 256.2892 261.0509 2071.1506 2038.3549 258.67005 2054.75275 2.989779877 4.95E-05 82 

2 4 63 66 6.251 12.7342 31.6091 39.5448 9.4926 35.57695 1.906067637 0.006889478 2 

453 826 7793 7270 1415.8418 2629.6102 3909.9993 4355.92 2022.726 4132.95965 1.030874374 0.006106707 453 

15 118 684 1088 46.8822 375.6586 343.1848 651.8901 211.2704 497.53745 1.23571447 0.017201064 15 

135 501 8818 8242 421.9396 1594.9573 4424.2748 4938.3071 1008.44845 4681.29095 2.214769096 0.000662915 135 

0 2 30 60 0 6.3671 15.052 35.9498 3.18355 25.5009 3.001839837 0.004828413 0 

5 0 53 28 15.6274 0 26.5918 16.7766 7.8137 21.6842 1.472566448 0.048184374 5 
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Table 4. 

The enriched GO terms among different development stages. 

 
GO ID GO:0043231 GO:0043227 GO:0012505 GO:0097458 GO:0043005 GO:0042995 GO:0005515 GO:0003700 GO:0050793 

 C C C C C C F F P 

Description intracellular 

membrane-

bounded 

organelle 

membrane-

bounded 

organelle 

endomembrane 

system 

neuron part neuron 

projection 

cell projection protein 

binding 

transcription 

factor activity, 

sequence-

specific DNA 

binding 

regulation of 

developmental 

process 

GeneRatio (552) 311 343 41 20 19 45 174 13 43 

BgRatio (2076) 990 1135 93 36 35 113 478 18 85 

p value 1.29E-06 2.26E-05 0.0001458 0.000193823 0.000419512 0.001113656 4.22E-06 0.000113783 1.00E-05 

p.adjust 3.21E-04 2.81E-03 1.21E-02 1.21E-02 2.09E-02 4.62E-02 1.63E-03 2.19E-02 1.96E-02 

geneID Unigene00170

40;Unigene002

8434;Unigene0

029612;Unige

ne0003042;Un

igene0005769;

Unigene00270

81;Unigene003

4115;Unigene0

017661;Unige

ne0002456;Un

igene0026534;

Unigene00320

08;Unigene001

4038;Unigene0

029242;Unige

ne0033901;Un

igene0013126;

Unigene00028

50;Unigene001

5023;Unigene0

030644;Unige

ne0039988;Un

igene0003008;

Unigene00236

Unigene00026

93;Unigene00

17040;Unigen

e0028434;Uni

gene0029612;

Unigene00030

42;Unigene00

05769;Unigen

e0027081;Uni

gene0034115;

Unigene00176

61;Unigene00

02456;Unigen

e0026534;Uni

gene0032008;

Unigene00140

38;Unigene00

29242;Unigen

e0033901;Uni

gene0013126;

Unigene00028

50;Unigene00

23040;Unigen

e0015023;Uni

gene0030644;

Unigene0026534;

Unigene0032008;

Unigene0030644;

Unigene0023602;

Unigene0048166;

Unigene0031017;

Unigene0036166;

Unigene0017323;

Unigene0024052;

Unigene0030713;

Unigene0045247;

Unigene0036167;

Unigene0006024;

Unigene0001012;

Unigene0015299;

Unigene0013934;

Unigene0000896;

Unigene0045113;

Unigene0003547;

Unigene0022854;

Unigene0004216;

Unigene0015543;

Unigene0014583;

Unigene0010754;

Unigene0045306;

Unigene0003

965;Unigene

0015023;Uni

gene0006957

;Unigene002

7823;Unigen

e0021463;Un

igene000922

4;Unigene00

23995;Unige

ne0047189;U

nigene00302

91;Unigene0

000896;Unig

ene0010175;

Unigene0044

386;Unigene

0014583;Uni

gene0045306

;Unigene002

3697;Unigen

e0009042;Un

igene004396

5;Unigene00

29749;Unige

Unigene00039

65;Unigene00

15023;Unigen

e0006957;Uni

gene0027823;

Unigene00214

63;Unigene00

09224;Unigen

e0023995;Uni

gene0047189;

Unigene00302

91;Unigene00

00896;Unigen

e0010175;Uni

gene0044386;

Unigene00145

83;Unigene00

23697;Unigen

e0009042;Uni

gene0043965;

Unigene00297

49;Unigene00

32846;Unigen

e0006600 

Unigene00039

65;Unigene00

26534;Unigen

e0015023;Uni

gene0007965;

Unigene00215

81;Unigene00

03917;Unigen

e0045067;Uni

gene0026364;

Unigene00361

66;Unigene00

06957;Unigen

e0027823;Uni

gene0021463;

Unigene00016

78;Unigene00

30713;Unigen

e0045247;Uni

gene0041208;

Unigene00283

52;Unigene00

09224;Unigen

e0036167;Uni

gene0023995;

Unigene00284

34;Unigene00

05769;Unigen

e0027081;Uni

gene0017661;

Unigene00039

65;Unigene00

02456;Unigen

e0026534;Uni

gene0032008;

Unigene00292

42;Unigene00

15023;Unigen

e0002411;Uni

gene0039988;

Unigene00056

56;Unigene00

07965;Unigen

e0011806;Uni

gene0041360;

Unigene00228

29;Unigene00

23253;Unigen

e0048166;Uni

gene0024469;

Unigene00228

20;Unigene00

25396;Unigen

e0002812;Uni

gene0005404;

Unigene00161

10;Unigene00

15163;Unigen

e0009921;Uni

gene0015681;

Unigene00121

78;Unigene00

31951;Unigen

e0009920;Uni

gene0030437;

Unigene00350

31 

Unigene00284

34;Unigene00

03965;Unigen

e0002410;Uni

gene0015023;

Unigene00450

67;Unigene00

10134;Unigen

e0012814;Uni

gene0030668;

Unigene00278

23;Unigene00

26600;Unigen

e0025687;Uni

gene0002486;

Unigene00471

89;Unigene00

11085;Unigen

e0011853;Uni

gene0016110;

Unigene00144

47;Unigene00

05961;Unigen

e0015163;Uni

gene0000896;
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02;Unigene002

2591;Unigene0

004105;Unige

ne0031575;Un

igene0005656;

Unigene00306

36;Unigene000

2874;Unigene0

027015;Unige

ne0003571;Un

igene0022097;

Unigene00118

06;Unigene002

1581;Unigene0

041360;Unige

ne0022829;Un

igene0048166;

Unigene00215

47;Unigene002

4469;Unigene0

055358;Unige

ne0006814;Un

igene0002640;

Unigene00012

85;Unigene002

2684;Unigene0

002074;Unige

ne0031017;Un

igene0024234;

Unigene00104

61;Unigene001

0134;Unigene0

007164;Unige

ne0000036;Un

igene0025043;

Unigene00107

13;Unigene004

7532;Unigene0

001463;Unige

ne0001654;Un

Unigene00399

88;Unigene00

03008;Unigen

e0023602;Uni

gene0022591;

Unigene00041

05;Unigene00

31575;Unigen

e0005656;Uni

gene0030636;

Unigene00028

74;Unigene00

27015;Unigen

e0003571;Uni

gene0022097;

Unigene00118

06;Unigene00

21581;Unigen

e0003917;Uni

gene0041160;

Unigene00413

60;Unigene00

22829;Unigen

e0021479;Uni

gene0048166;

Unigene00215

47;Unigene00

24469;Unigen

e0055358;Uni

gene0006814;

Unigene00026

40;Unigene00

01285;Unigen

e0022684;Uni

gene0002074;

Unigene00310

17;Unigene00

24234;Unigen

e0010461;Uni

gene0010134;

Unigene0030640;

Unigene0020647;

Unigene0029842;

Unigene0022845;

Unigene0031365;

Unigene0004792;

Unigene0032074;

Unigene0043965;

Unigene0032322;

Unigene0027540;

Unigene0015889;

Unigene0044279;

Unigene0044280;

Unigene0044322;

Unigene0044614;

Unigene0023643 

ne0032846;U

nigene00066

00 

Unigene00471

89;Unigene00

30291;Unigen

e0007917;Uni

gene0003931;

Unigene00059

61;Unigene00

02621;Unigen

e0043407;Uni

gene0000896;

Unigene00101

75;Unigene00

44386;Unigen

e0014583;Uni

gene0004836;

Unigene00236

97;Unigene00

29842;Unigen

e0027391;Uni

gene0021985;

Unigene00032

06;Unigene00

09042;Unigen

e0001739;Uni

gene0043965;

Unigene00112

38;Unigene00

12864;Unigen

e0029749;Uni

gene0032846;

Unigene00066

00 

Unigene00098

21;Unigene00

06814;Unigen

e0001285;Uni

gene0002074;

Unigene00310

17;Unigene00

45367;Unigen

e0010134;Uni

gene0007164;

Unigene00000

36;Unigene00

25043;Unigen

e0047532;Uni

gene0001463;

Unigene00148

60;Unigene00

31819;Unigen

e0036166;Uni

gene0032166;

Unigene00069

57;Unigene00

29228;Unigen

e0012814;Uni

gene0037851;

Unigene00344

18;Unigene00

17774;Unigen

e0030668;Uni

gene0041361;

Unigene00278

23;Unigene00

00887;Unigen

e0034626;Uni

gene0004006;

Unigene00441

49;Unigene00

42610;Unigen

e0030713;Uni

gene0003714;

Unigene00228

54;Unigene00

44386;Unigen

e0010754;Uni

gene0004836;

Unigene00236

97;Unigene00

29842;Unigen

e0023429;Uni

gene0018403;

Unigene00219

85;Unigene00

12178;Unigen

e0043775;Uni

gene0003654;

Unigene00411

78;Unigene00

03638;Unigen

e0000999;Uni

gene0022782;

Unigene00099

20;Unigene00

04393;Unigen

e0030437;Uni

gene0011086;

Unigene00328

50;Unigene00

06600;Unigen

e0035031 
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igene0014860;

Unigene00430

79;Unigene003

6166;Unigene0

032166;Unige

ne0006429;Un

igene0006957;

Unigene00292

28;Unigene004

8396;Unigene0

001460;Unige

ne0012814;Un

igene0023269;

Unigene00203

19;Unigene000

3194;Unigene0

043899;Unige

ne0017095;Un

igene0034586;

Unigene00029

16;Unigene002

7044;Unigene0

026126;Unige

ne0041361;Un

igene0017323;

Unigene00330

96;Unigene002

7823;Unigene0

003428;Unige

ne0021463;Un

igene0040981;

Unigene00027

58;Unigene004

4149;Unigene0

017347;Unige

ne0024052;Un

igene0003395;

Unigene00307

13;Unigene002

5687;Unigene0

Unigene00071

64;Unigene00

00036;Unigen

e0025043;Uni

gene0010713;

Unigene00475

32;Unigene00

01463;Unigen

e0003883;Uni

gene0001654;

Unigene00148

60;Unigene00

43079;Unigen

e0036166;Uni

gene0032166;

Unigene00064

29;Unigene00

06957;Unigen

e0029228;Uni

gene0048396;

Unigene00014

60;Unigene00

12814;Unigen

e0023269;Uni

gene0024715;

Unigene00203

19;Unigene00

03194;Unigen

e0043899;Uni

gene0017095;

Unigene00345

86;Unigene00

02916;Unigen

e0027044;Uni

gene0026126;

Unigene00413

61;Unigene00

17323;Unigen

e0033096;Uni

gene0027823;

Unigene00256

87;Unigene00

15426;Unigen

e0045247;Uni

gene0005129;

Unigene00270

87;Unigene00

31385;Unigen

e0036167;Uni

gene0005726;

Unigene00471

89;Unigene00

02832;Unigen

e0027395;Uni

gene0030291;

Unigene00239

62;Unigene00

06822;Unigen

e0008132;Uni

gene0029313;

Unigene00322

39;Unigene00

30930;Unigen

e0007917;Uni

gene0045606;

Unigene00100

08;Unigene00

27401;Unigen

e0011085;Uni

gene0025010;

Unigene00118

53;Unigene00

34952;Unigen

e0028316;Uni

gene0016110;

Unigene00059

61;Unigene00

20361;Unigen

e0006962;Uni

gene0015163;
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002812;Unige

ne0015426;Un

igene0045247;

Unigene00090

18;Unigene004

0980;Unigene0

007748;Unige

ne0010938;Un

igene0007206;

Unigene00283

52;Unigene002

7087;Unigene0

026500;Unige

ne0001275;Un

igene0028864;

Unigene00455

27;Unigene000

7628;Unigene0

036167;Unige

ne0009570;Un

igene0023995;

Unigene00204

33;Unigene000

5726;Unigene0

047189;Unige

ne0002387;Un

igene0018494;

Unigene00060

24;Unigene004

1454;Unigene0

030291;Unige

ne0008132;Un

igene0029313;

Unigene00100

83;Unigene003

2239;Unigene0

030930;Unige

ne0045606;Un

igene0028105;

Unigene00430

Unigene00034

28;Unigene00

21463;Unigen

e0040981;Uni

gene0002758;

Unigene00441

49;Unigene00

17347;Unigen

e0024052;Uni

gene0003395;

Unigene00307

13;Unigene00

03714;Unigen

e0025687;Uni

gene0002812;

Unigene00154

26;Unigene00

03466;Unigen

e0027393;Uni

gene0045247;

Unigene00090

18;Unigene00

40980;Unigen

e0007748;Uni

gene0042853;

Unigene00109

38;Unigene00

07206;Unigen

e0028352;Uni

gene0027087;

Unigene00265

00;Unigene00

01275;Unigen

e0008578;Uni

gene0021518;

Unigene00288

64;Unigene00

45527;Unigen

e0007628;Uni

gene0036167;

Unigene00022

05;Unigene00

25269;Unigen

e0043407;Uni

gene0000896;

Unigene00461

98;Unigene00

45113;Unigen

e0010175;Uni

gene0028301;

Unigene00443

86;Unigene00

14583;Unigen

e0015779;Uni

gene0020281;

Unigene00107

54;Unigene00

04836;Unigen

e0045306;Uni

gene0006146;

Unigene00452

11;Unigene00

04143;Unigen

e0023442;Uni

gene0023697;

Unigene00233

84;Unigene00

21640;Unigen

e0001563;Uni

gene0029842;

Unigene00033

30;Unigene00

25309;Unigen

e0041840;Uni

gene0013052;

Unigene00155

04;Unigene00

45764;Unigen

e0016335;Uni

gene0023429;
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34;Unigene000

4818;Unigene0

010008;Unige

ne0027401;Un

igene0045400;

Unigene00110

85;Unigene001

5037;Unigene0

003684;Unige

ne0001012;Un

igene0004807;

Unigene00451

88;Unigene001

6110;Unigene0

023912;Unige

ne0042391;Un

igene0030698;

Unigene00139

04;Unigene004

4853;Unigene0

024264;Unige

ne0030872;Un

igene0005961;

Unigene00152

99;Unigene002

0361;Unigene0

023496;Unige

ne0012397;Un

igene0015163;

Unigene00181

59;Unigene000

2205;Unigene0

013934;Unige

ne0016464;Un

igene0025269;

Unigene00026

45;Unigene000

0896;Unigene0

039402;Unige

ne0046198;Un

Unigene00095

70;Unigene00

23978;Unigen

e0023995;Uni

gene0020433;

Unigene00057

26;Unigene00

47189;Unigen

e0053335;Uni

gene0002387;

Unigene00184

94;Unigene00

06024;Unigen

e0041454;Uni

gene0030291;

Unigene00081

32;Unigene00

29313;Unigen

e0010083;Uni

gene0032239;

Unigene00309

30;Unigene00

45606;Unigen

e0028105;Uni

gene0043034;

Unigene00048

18;Unigene00

10008;Unigen

e0027401;Uni

gene0014750;

Unigene00454

00;Unigene00

11085;Unigen

e0015037;Uni

gene0003684;

Unigene00010

12;Unigene00

04807;Unigen

e0045188;Uni

gene0016110;

Unigene00024

01;Unigene00

25072;Unigen

e0018403;Uni

gene0032563;

Unigene00165

23;Unigene00

23876;Unigen

e0030611;Uni

gene0046503;

Unigene00002

53;Unigene00

27947;Unigen

e0021898;Uni

gene0012178;

Unigene00309

92;Unigene00

21288;Unigen

e0015382;Uni

gene0005426;

Unigene00476

34;Unigene00

17728;Unigen

e0030970;Uni

gene0017564;

Unigene00337

66;Unigene00

31311;Unigen

e0043965;Uni

gene0032322;

Unigene00392

09;Unigene00

41178;Unigen

e0051178;Uni

gene0001542;

Unigene00298

91;Unigene00

31630;Unigen

e0003638;Uni

gene0009920;
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igene0045113;

Unigene00035

47;Unigene002

2854;Unigene0

004216;Unige

ne0029757;Un

igene0028301;

Unigene00443

86;Unigene004

3625;Unigene0

015543;Unige

ne0033380;Un

igene0014583;

Unigene00382

17;Unigene001

5458;Unigene0

015779;Unige

ne0020281;Un

igene0010754;

Unigene00453

06;Unigene001

3707;Unigene0

032084;Unige

ne0006146;Un

igene0030640;

Unigene00012

38;Unigene004

5211;Unigene0

004143;Unige

ne0032693;Un

igene0009765;

Unigene00234

42;Unigene000

6649;Unigene0

023697;Unige

ne0020647;Un

igene0023384;

Unigene00281

59;Unigene002

9445;Unigene0

Unigene00239

12;Unigene00

42391;Unigen

e0030698;Uni

gene0013904;

Unigene00448

53;Unigene00

24264;Unigen

e0030872;Uni

gene0005961;

Unigene00152

99;Unigene00

20361;Unigen

e0023496;Uni

gene0012397;

Unigene00026

21;Unigene00

15163;Unigen

e0018159;Uni

gene0002205;

Unigene00139

34;Unigene00

16464;Unigen

e0025269;Uni

gene0043407;

Unigene00026

45;Unigene00

00896;Unigen

e0039402;Uni

gene0046198;

Unigene00451

13;Unigene00

03547;Unigen

e0022854;Uni

gene0004216;

Unigene00297

57;Unigene00

03941;Unigen

e0028301;Uni

gene0044386;

Unigene00092

20;Unigene00

25961;Unigen

e0037644;Uni

gene0005060;

Unigene00158

89;Unigene00

44900;Unigen

e0031180;Uni

gene0017010;

Unigene00230

16;Unigene00

17137;Unigen

e0017927;Uni

gene0012864;

Unigene00304

37;Unigene00

44614;Unigen

e0011086;Uni

gene0032850;

Unigene00012

35;Unigene00

06600;Unigen

e0045823;Uni

gene0031926;

Unigene00350

31;Unigene00

03730;Unigen

e0003148;Uni

gene0023643;

Unigene00266

76;Unigene00

03607 
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021640;Unige

ne0011742;Un

igene0029842;

Unigene00033

30;Unigene004

1549;Unigene0

013052;Unige

ne0026016;Un

igene0028613;

Unigene00030

21;Unigene001

1973;Unigene0

031120;Unige

ne0005714;Un

igene0053287;

Unigene00024

01;Unigene001

8830;Unigene0

003260;Unige

ne0039366;Un

igene0022845;

Unigene00444

18;Unigene002

7391;Unigene0

030601;Unige

ne0018403;Un

igene0016523;

Unigene00238

76;Unigene003

0611;Unigene0

000253;Unige

ne0027947;Un

igene0026810;

Unigene00259

31;Unigene000

2357;Unigene0

021898;Unige

ne0026201;Un

igene0012178;

Unigene00426

Unigene00436

25;Unigene00

15543;Unigen

e0033380;Uni

gene0014583;

Unigene00382

17;Unigene00

15458;Unigen

e0015779;Uni

gene0020281;

Unigene00243

70;Unigene00

10754;Unigen

e0045306;Uni

gene0013707;

Unigene00320

84;Unigene00

06146;Unigen

e0030640;Uni

gene0002906;

Unigene00012

38;Unigene00

45211;Unigen

e0004143;Uni

gene0032693;

Unigene00097

65;Unigene00

23442;Unigen

e0027269;Uni

gene0006649;

Unigene00236

97;Unigene00

20647;Unigen

e0023384;Uni

gene0028159;

Unigene00294

45;Unigene00

21640;Unigen

e0011742;Uni

gene0029842;
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63;Unigene004

1383;Unigene0

046672;Unige

ne0031951;Un

igene0031658;

Unigene00153

82;Unigene000

5426;Unigene0

047634;Unige

ne0022616;Un

igene0003405;

Unigene00291

71;Unigene000

4589;Unigene0

017728;Unige

ne0009042;Un

igene0056705;

Unigene00313

65;Unigene003

0970;Unigene0

024303;Unige

ne0001306;Un

igene0033766;

Unigene00313

11;Unigene001

1380;Unigene0

004792;Unige

ne0004161;Un

igene0032074;

Unigene00035

51;Unigene004

3965;Unigene0

032322;Unige

ne0019750;Un

igene0011109;

Unigene00013

41;Unigene003

1617;Unigene0

041178;Unige

ne0029891;Un

Unigene00033

30;Unigene00

41549;Unigen

e0013052;Uni

gene0026016;

Unigene00286

13;Unigene00

03021;Unigen

e0011973;Uni

gene0031120;

Unigene00057

14;Unigene00

53287;Unigen

e0002401;Uni

gene0018830;

Unigene00032

60;Unigene00

39366;Unigen

e0022845;Uni

gene0044418;

Unigene00273

91;Unigene00

30601;Unigen

e0018403;Uni

gene0032563;

Unigene00165

23;Unigene00

23876;Unigen

e0030611;Uni

gene0000253;

Unigene00279

47;Unigene00

26810;Unigen

e0025931;Uni

gene0002357;

Unigene00218

98;Unigene00

03206;Unigen

e0026201;Uni

gene0012178;
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igene0009290;

Unigene00317

80;Unigene002

8043;Unigene0

027733;Unige

ne0027540;Un

igene0022782;

Unigene00023

83;Unigene000

6753;Unigene0

009920;Unige

ne0038684;Un

igene0017987;

Unigene00259

61;Unigene003

7644;Unigene0

001376;Unige

ne0034846;Un

igene0015889;

Unigene00467

76;Unigene004

4279;Unigene0

044900;Unige

ne0031180;Un

igene0003189;

Unigene00442

80;Unigene001

1227;Unigene0

023016;Unige

ne0044322;Un

igene0040015;

Unigene00221

10;Unigene003

0674;Unigene0

010353;Unige

ne0006948;Un

igene0029749;

Unigene00304

37;Unigene003

9723;Unigene0

Unigene00426

63;Unigene00

41383;Unigen

e0046672;Uni

gene0031951;

Unigene00316

58;Unigene00

15382;Unigen

e0005426;Uni

gene0047634;

Unigene00226

16;Unigene00

03405;Unigen

e0029171;Uni

gene0004589;

Unigene00352

94;Unigene00

17728;Unigen

e0009042;Uni

gene0056705;

Unigene00313

65;Unigene00

30970;Unigen

e0024303;Uni

gene0001306;

Unigene00337

66;Unigene00

31311;Unigen

e0011380;Uni

gene0004792;

Unigene00041

61;Unigene00

32074;Unigen

e0003551;Uni

gene0043965;

Unigene00323

22;Unigene00

19750;Unigen

e0011109;Uni

gene0001341;
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018282;Unige

ne0024695;Un

igene0044614;

Unigene00110

86;Unigene003

1990;Unigene0

003373;Unige

ne0033741;Un

igene0032850;

Unigene00567

67;Unigene000

6600;Unigene0

022541;Unige

ne0004625;Un

igene0036037;

Unigene00035

72;Unigene004

5823;Unigene0

014742;Unige

ne0035031;Un

igene0004647;

Unigene00037

30;Unigene000

3148;Unigene0

023643;Unige

ne0016701;Un

igene0018074;

Unigene00106

41 

Unigene00197

40;Unigene00

31617;Unigen

e0041178;Uni

gene0029891;

Unigene00092

90;Unigene00

31780;Unigen

e0028043;Uni

gene0027733;

Unigene00275

40;Unigene00

22782;Unigen

e0002383;Uni

gene0006753;

Unigene00308

16;Unigene00

06671;Unigen

e0009920;Uni

gene0038684;

Unigene00179

87;Unigene00

25961;Unigen

e0037644;Uni

gene0001376;

Unigene00348

46;Unigene00

15889;Unigen

e0046776;Uni

gene0044279;

Unigene00449

00;Unigene00

31180;Unigen

e0003189;Uni

gene0044280;

Unigene00112

27;Unigene00

23016;Unigen

e0044322;Uni

gene0040015;
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Unigene00221

10;Unigene00

30674;Unigen

e0017927;Uni

gene0010353;

Unigene00069

48;Unigene00

29749;Unigen

e0030437;Uni

gene0039723;

Unigene00182

82;Unigene00

24695;Unigen

e0044614;Uni

gene0011086;

Unigene00319

90;Unigene00

40588;Unigen

e0003373;Uni

gene0033741;

Unigene00328

50;Unigene00

06754;Unigen

e0056767;Uni

gene0006600;

Unigene00225

41;Unigene00

04625;Unigen

e0036037;Uni

gene0003572;

Unigene00458

23;Unigene00

14742;Unigen

e0035031;Uni

gene0004647;

Unigene00037

30;Unigene00

03148;Unigen

e0042448;Uni

gene0023643;
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Unigene00167

01;Unigene00

18074;Unigen

e0010641 

 

  



45 
 

Table 5. The top 10 interactions of DEMs-target gene. 

Factor1 Factor2 rho p value fdr 

lin-4-x Unigene0004580 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0008321 -0.941123948 0.005097541 0.419518134 

lin-4-x Scai -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0008911 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0014060 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0015021 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0021288 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0021853 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0028653 -0.941123948 0.005097541 0.419518134 

lin-4-x Unigene0028837 -0.941123948 0.005097541 0.419518134 

miR-133-y Unigene0016783 -1 0.002777778 0.394321577 

miR-133-y zmynd10 -1 0.002777778 0.394321577 

miR-133-y SLC2A12 -1 0.002777778 0.394321577 

miR-133-y ORF50 -1 0.002777778 0.394321577 

miR-133-y Unigene0000235 -0.942857143 0.016666667 0.419518134 

miR-133-y opgH -0.942857143 0.016666667 0.419518134 

miR-133-y Unigene0001190 -0.942857143 0.016666667 0.419518134 

miR-133-y ttll6 -0.942857143 0.016666667 0.419518134 

miR-133-y Unigene0001670 -0.942857143 0.016666667 0.419518134 

miR-133-y Unigene0003048 -0.942857143 0.016666667 0.419518134 

miR-133-z Ccdc88a -1 0.002777778 0.394321577 

miR-133-z Unigene0018619 -1 0.002777778 0.394321577 

miR-133-z ZNF236 -1 0.002777778 0.394321577 

miR-133-z Unigene0027890 -1 0.002777778 0.394321577 

miR-133-z Unigene0035349 -1 0.002777778 0.394321577 

miR-133-z MTSS1 -1 0.002777778 0.394321577 

miR-133-z Unigene0042548 -0.985610761 0.000309086 0.089459941 

miR-133-z ZNF182 -0.985610761 0.000309086 0.089459941 

miR-133-z Unigene0001325 -0.942857143 0.016666667 0.419518134 

miR-133-z Syap1 -0.942857143 0.016666667 0.419518134 

miR-1-y Unigene0001594 -1 0.002777778 0.394321577 

miR-1-y Unigene0002112 -1 0.002777778 0.394321577 
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miR-1-y Unigene0006532 -1 0.002777778 0.394321577 

miR-1-y Unigene0007950 -1 0.002777778 0.394321577 

miR-1-y CEP63 -1 0.002777778 0.394321577 

miR-1-y Unigene0013307 -1 0.002777778 0.394321577 

miR-1-y Unigene0017246 -1 0.002777778 0.394321577 

miR-1-y Memo1 -1 0.002777778 0.394321577 

miR-1-y Unigene0019069 -1 0.002777778 0.394321577 

miR-1-y ift43b -1 0.002777778 0.394321577 

miR-281-y Unigene0002354 -1 0.002777778 0.394321577 

miR-281-y Unigene0003456 -1 0.002777778 0.394321577 

miR-281-y AP1S2 -1 0.002777778 0.394321577 

miR-281-y Tmem101 -1 0.002777778 0.394321577 

miR-281-y Unigene0009775 -1 0.002777778 0.394321577 

miR-281-y Unigene0020873 -1 0.002777778 0.394321577 

miR-281-y FBPA -1 0.002777778 0.394321577 

miR-281-y jagn -1 0.002777778 0.394321577 

miR-281-y TTN -1 0.002777778 0.394321577 

miR-281-y FIS1 -0.942857143 0.016666667 0.419518134 

miR-3104-x Unigene0002479 -1 0.002777778 0.394321577 

miR-3104-x mariner\T -1 0.002777778 0.394321577 

miR-3104-x Unigene0040260 -1 0.002777778 0.394321577 

miR-3104-x Plekhm3 -1 0.002777778 0.394321577 

miR-3104-x Unigene0043965 -1 0.002777778 0.394321577 

miR-3104-x Unigene0002265 -0.942857143 0.016666667 0.419518134 

miR-3104-x IFI30 -0.942857143 0.016666667 0.419518134 

miR-3104-x Unigene0003829 -0.942857143 0.016666667 0.419518134 

miR-3104-x Unigene0006222 -0.942857143 0.016666667 0.419518134 

miR-3104-x A -0.942857143 0.016666667 0.419518134 

miR-375-y cdk5 -1 0.002777778 0.394321577 

miR-375-y Mpdu1 -1 0.002777778 0.394321577 

miR-375-y Unigene0045265 -1 0.002777778 0.394321577 

miR-375-y Unigene0048135 -1 0.002777778 0.394321577 

miR-375-y Unigene0044418 -0.985610761 0.000309086 0.089459941 

miR-375-y Unigene0001582 -0.942857143 0.016666667 0.419518134 

miR-375-y Unigene0001594 -0.942857143 0.016666667 0.419518134 



47 
 

miR-375-y Unigene0001745 -0.942857143 0.016666667 0.419518134 

miR-375-y Unigene0002112 -0.942857143 0.016666667 0.419518134 

miR-375-y CFAP69 -0.942857143 0.016666667 0.419518134 

miR-5119-y Unigene0012226 -1 0.002777778 0.394321577 

miR-5119-y Unigene0016968 -1 0.002777778 0.394321577 

miR-5119-y Unigene0022997 -1 0.002777778 0.394321577 

miR-5119-y Unigene0028755 -1 0.002777778 0.394321577 

miR-5119-y DSCAML1 -1 0.002777778 0.394321577 

miR-5119-y Unigene0000462 -0.942857143 0.016666667 0.419518134 

miR-5119-y Unigene0001286 -0.942857143 0.016666667 0.419518134 

miR-5119-y Unigene0001842 -0.942857143 0.016666667 0.419518134 

miR-5119-y TMEM104 -0.942857143 0.016666667 0.419518134 

miR-5119-y CEBPD -0.942857143 0.016666667 0.419518134 

miR-598-x Unigene0002523 -1 0.002777778 0.394321577 

miR-598-x Unigene0003635 -1 0.002777778 0.394321577 

miR-598-x Unigene0006403 -1 0.002777778 0.394321577 

miR-598-x Unigene0008478 -1 0.002777778 0.394321577 

miR-598-x Slc26a5 -1 0.002777778 0.394321577 

miR-598-x Unigene0012694 -1 0.002777778 0.394321577 

miR-598-x Unigene0018446 -1 0.002777778 0.394321577 

miR-598-x TMEM63B -1 0.002777778 0.394321577 

miR-598-x Unigene0020490 -1 0.002777778 0.394321577 

miR-598-x Unigene0022306 -1 0.002777778 0.394321577 

miR-6752-x Flvcr2 -0.985610761 0.000309086 0.089459941 

miR-6752-x Unigene0001071 -0.985610761 0.000309086 0.089459941 

miR-6752-x Cldnd1 -0.985610761 0.000309086 0.089459941 

miR-6752-x Pal2 -0.985610761 0.000309086 0.089459941 

miR-6752-x Unigene0001803 -0.985610761 0.000309086 0.089459941 

miR-6752-x tni-4 -0.985610761 0.000309086 0.089459941 

miR-6752-x Unigene0002372 -0.985610761 0.000309086 0.089459941 

miR-6752-x fam45a -0.985610761 0.000309086 0.089459941 

miR-6752-x Unigene0002670 -0.985610761 0.000309086 0.089459941 

miR-6752-x Unigene0002794 -0.985610761 0.000309086 0.089459941 

miR-7070-x Unigene0000026 -0.941123948 0.005097541 0.419518134 

miR-7070-x Unigene0002471 -0.941123948 0.005097541 0.419518134 
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miR-7070-x Unigene0002498 -0.941123948 0.005097541 0.419518134 

miR-7070-x Unigene0002959 -0.941123948 0.005097541 0.419518134 

miR-7070-x Nrg2 -0.941123948 0.005097541 0.419518134 

miR-7070-x Slc7a11 -0.941123948 0.005097541 0.419518134 

miR-7070-x Unigene0012378 -0.941123948 0.005097541 0.419518134 

miR-7070-x PLA2G12A -0.941123948 0.005097541 0.419518134 

miR-7070-x Slc25a30 -0.941123948 0.005097541 0.419518134 

miR-7070-x Unigene0029869 -0.941123948 0.005097541 0.419518134 

novel-m0083-3p TRIO -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0003827 -1 0.002777778 0.394321577 

novel-m0083-3p ZNF84 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0011945 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0020526 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0030101 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0030215 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0034050 -1 0.002777778 0.394321577 

novel-m0083-3p Unigene0044134 -0.985610761 0.000309086 0.089459941 

novel-m0083-3p STX5 -0.942857143 0.016666667 0.419518134 

novel-m0104-3p GNAO1 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p Unigene0000341 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p MRPS27 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p vwkA -0.941123948 0.005097541 0.419518134 

novel-m0104-3p ZNF665 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p Unigene0003004 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p Unigene0003096 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p Unigene0003117 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p GOLGA7 -0.941123948 0.005097541 0.419518134 

novel-m0104-3p Unigene0003169 -0.941123948 0.005097541 0.419518134 

novel-m0112-3p Unigene0001602 -1 0.002777778 0.394321577 

novel-m0112-3p Dhx8 -1 0.002777778 0.394321577 

novel-m0112-3p Zasp52 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0002252 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0002745 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0003360 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0003848 -1 0.002777778 0.394321577 
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novel-m0112-3p Unigene0010296 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0013174 -1 0.002777778 0.394321577 

novel-m0112-3p Unigene0013365 -1 0.002777778 0.394321577 

novel-m0141-3p Zfand4 -0.985610761 0.000309086 0.089459941 

novel-m0141-3p ICL -0.985610761 0.000309086 0.089459941 

novel-m0141-3p Unigene0038812 -0.970588235 0.001284857 0.36258429 

novel-m0141-3p Zfp26 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p Unigene0001325 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p Unigene0011367 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p Unigene0013309 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p K02A2.6 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p ODF2 -0.927633657 0.007665844 0.419518134 

novel-m0141-3p Unigene0017421 -0.927633657 0.007665844 0.419518134 

 


